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@ Clone ID

® Lot

@ DNA Concentration
® Volume

® Form

® Host

@ Culture

@ Antibiotics

@ Purification

RDB _ 07825

07825 _ A4Gi

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha
LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

Erectrophoresis :

-
=
—

RLIRE L G

44  nanogram DNA per lane ;

% agarose gel , 1 x TAE Buffer

Restriction enzyme

Expected size of fragment

Ncol 6.1 kbp
Xhol 6.1 kbp
Ncol + Xhol 48,13 kbp
kbp

kbp

@ Confirmation of the insertion sequence

Sequence name Primer name

Sequence — A pGL4-4174F

Sequence — B Luc R

Sequence - C

Sequence - D

APPROVED BY :

http://dna.brc.rikenjp/index.html




) Pu _.u__mn_ 07825_07825_A4Gi_pGL4-4174F_H10_22 Inst Model/Name 3500/3500 Instrument

) Biosystems
y 07825_07825_A4Gi_pGL4-4174F Jul 25,2014 01:54PM, JST
S/N G:605 A:564 T:216 C:252 Primer A : pGL4-4174F KB_3500_POP7_BDTv3.mob Jul 25,2014 02:21PM, JST
KB.bcp . , Pts 1334 to 13135 Pk1 Loc:1311 Spacing:12.01 Pts/Panel1350
KB 1.4.1.8 Cap:22 5" TAGCAAAATAGGCTGTCCCC-3 Version 5.4 HiSQV Bases: 537 Plate Name: 20140725_mix
GCA(G G'T CAG ACAT TTCTCTATCGATAGGTACCGAGCTCTTACGCG TGCTAGCCCG GG CTCGAGICTGCCAGGG AGTAAGCCAAGGCCTGAACTATGAGACT TTGCACAGA(
1 6 i 16 21 26 31T 36 41 a6 | 51 mmm MS 66 7F 76 81 86 91 96 101 106 111
Clal o1 Sacl Mlul (pel. owa b g s
1396 Ke Kol [pcere  NCyOOOU72.6 (22552570 — ),
698 vector(pGr (a3 )y 7
0
3 AGITTTCACAGCAACAAAATA GGGGCAGGGB GCATG TG TG TGT GCATGCAACGGGATCCAGTCTCTAGCTCAAGACTGGTCTGGTCTATATAGARACGTTCCAGACCAGCCAG
116 121 126 131 136 141 146 151 156 161 166 171 176 181 186 191 196 201 206 211 216 221 2z
BamH 1
1396
698
0 )
GGAGCTACATAATGACACCCTATT TIAAAAAAGGAAGGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGARAGARGGAAGAAGGAAGGAAGAAGGGAGGGAGGGAGGGAGGGAG
16 231 236 241 246 251 256 261 266 271 276 281 286 291 296 301 306 311 316 321 326 331 336
1396
098
0
GGAGGGAGGGAGGAAGGAAGGGAGGGAGGGAGGGAGGGAGGGAGGGAGAGAGGGAAGGAGGGACGGGAGAGAGAGGGGAGGAAGGARAGARGGAAGE ,,mm\‘m: AGGAAGGA
341 346 351 356 361 366 371 376 381 386 391 396 401 406 411 416 421 426 431 436 441 446 45
. ~
| 1396 (= [22552261 )
698
0 Aonnneron P o~ o s i o
GGGAGGGAGGAAAGAAGGAAGGAAGGGAGGGAGGAAAGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGA PGGAA GG ACGG/A TCFAAT GA (GCC
1 456 461 466 471 476 481 486 491 496 501 506 511 516 521 526 531 536 541 546 551 556 561
13986
098
0 s .
CTTCCAGATG T CACAGC TCATATCCCAGCCAGC C AG CAGGA CGCTACT(ACCCGECTG CTCATCCTCT GCC2
566 571 576 581 586 591 596 601 606 611 616 621 626 631 636
1396
698
0
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>uu__mn

i I/Name 3500/3500 Instrument
) Biosvstems 07825_07825_A4Gi_Luc_R_A11_02 Inst Mode
Sy 07825_07825_A4Gi_Luc_R Jul 25,2014 01:54PM, JST
SIN G:450 A:276 T:388 C:360 primer name [ : Luc_R KB_3500_POP7_BDTv3.mob Jul 25,2014 02:21PM, JST
KB.bcp 5 - Pts 1418 to 13299 Pk1 Loc:1395 Spacing:11.94 Pts/Panel1350
KB1.4.1.8 Cap:2 -ATGTCCACCTCGATATGTG-3 Version 5.4 HiSQV Bases: 972 Plate Name: 20140725_mix
GT €566 GCAGG AC 66 C6 TATCTCOT T CATAGE ET TATGCAGT TGE TCTCEAGEGGTTCATE T TCCAGICGGATAG TGGL ECCGEGEETTTCTITATGTTTTITGGE
1 i} 21 31 41 51 61 71 81 91 101
1200 h.x,o?
600
0 &\/.4._09‘ o ol ?.. : \ \ » ’ _ \
GTC TTC! GRTCEGTECTCCAGCC G TGACTTTCTTGAC TCCCTCARAGT CTTAGGCCAAAGGAAGC TTGCTT CAAGCAT GGCTGCTTCAGTGCTGTTCTGTGACAGAGCACTG(
Luciex®%1g AZSH: 21 131 o w1 18 1 Hipd L. 281 191 201 gt1 221
o] [ /VC. o0 [ (2553701 -
1200 | Tpoert - /?
600
0 ,
FCCCCTERCAT TCARATCT GAGCTTGCTCTTGTGGCEC TCC TCCCE CAC GACAGCATCAC TACGCACCAGGTATCC ACATCTGCCTCCTGGGTTGGGTCCAGTAARAGATGGGCGGE
231 241 251 261 271 281 291 301 311 321 331
1200
600 »
0
GCTGTGGT GG GCAAAGCCACAC GG ATTAAAT GATTGGGGGGGGGGGGCCAGTTCTGC TCATGCTTAATGTCCAACTTCCTTCG GGCTGTTCCTC TAARAAGCCAGCCCAGGT
341 351 361 371 381 391 401 411 421 431 441 ‘
1200
600 » »
0 | A A A WA AR AN A\ A
TCACAGGTAACAAAGATCAGGAGACAATAGCACTGGACACTTCTCACATTG GTATCATGAT TGAGCTC TGTGAGTGTGTGT GTGTGTGTGTGTGTGTGGTLCCCGGGT AT
451 261 471 481 491 501 511 521 531 541 B Conl 6
,(,_u,mH < Mo
1200
600 » » »
o W ianan iaanlVia ann aaad e AN A st WA AN A s Aa i Aa A\ AN/
~ACACCTAAGGTCTGTGCATACT TCCTAATTTTAAAACTAT GATAACAAGAATGATAGCAGTCATAGTGACTTAAAGTGGCCT TRAATGGCACTTCAGTTGCATCTTGT GG
571 581 591 601 611 621 631 641 651 661 671
1200
600
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