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clone name : pGL4-phE2F1

® Clone ID

® Lot

@ DNA Concentration
® Volume

@® Form

@ Host

@ Culture

@® Antibiotics

@ Purification

RDB _07810

07810 _ A4Hb

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@® Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well
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Erectrophoresis :

Restriction enzyme

Expected size of fragment

44 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

BamHI 5.7 kbp
BstXI 40,17 kbp
kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence — A

pGL4-4174F

Sequence — B

pGL4-136R

Sequence — C

Sequence — D

APPROVED BY :

http://dna.brc.riken jp/index.html



Applied

W-°m<m.ﬂm3w 07810_07810_A4Hh_pGL4-4174F_E07_13 Inst Model/Name 3500/3500 Instrument
07810_07810_A4Hb_pGL4-4174F Aug 19,2014 09:27AM, JST

SIN G:179 A:158 T:129 C:139 ; ‘ ¥ KB_3500_POP7_BDTv3.mob Aug 19,2014 09:53AM, JST
KB.bcp primer name f\ :pGL4-4174F Pts 1339 to 12750 Pk1 Loc:1316 Spacing:11.45 Pts/Panel1350
KB1.4.1.8 Cap:13 5-TAGCAAAATAGGCTGTCCCC-3"  version 54 HiSQV Bases: 977 ‘Plate Name: 20140819_dnabank
ﬁ THT CICC/G TTTCTCTG GCCIAACTG GCCGGTICCTG AGCICGC TAGCCTCG AGG ATAAGGG GACATGG CATTGT TAARATGCAGATTCT TG GGCACCTAG AG 2T
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GECAGCCTETEGET 4 GCC Te TG TTTET TDCAT CCTTTCTCAGCGCCTGCTCTGGGCCAGACC

GTGTTGGGAGGAGTCGCTACTG AGCTCCTAGATTGGCAGGGGAGGC
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GATGGAG AGGAGTGTGTGTGCTCAGCATTGGAGCAGAGGCAGCAGTGGGC TALGAGG GTGAGT TCCTTGGGAGGGCTCCCTAG GTGGATGTETTITCE FETTTT
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611 621

1052

526

o W A\

TGGGTCTTCACC

TGTTG
641

TCAGGCTGGTCTCG
651

CTCCTEGGCTC

631 661 671

N e Lt

Printed on: Tue >,cm 19,2014 11:45AM, JST

Electropherogram Data Page 1 of 2



Applied

w_0m<m.nm3m 07810_07810_A4Hb_pGL4-136R_F07_16 Inst Model/Name 3500/3500 Instrument
07810_07810_A4Hb_pGL4-136R Aug 19,2014 09:27AM, JST
SING:71A58T:44C68 . KB_3500_POP7_BDTv3.mob Aug 19,2014 09:53AM, JST
KB.bcp primer name g ‘pGL4-136R Pts 1347 to 12556 Pk1 Loc:1324 Spacing:11.24 Pts/Panel1350
KB1.4.1.8 Cap:16 5-CTTCGAGTGGGTAGAATGGC-3 ~ Version 5.4 HiSQV Bases: 984 | Plate Name: 20140819_dnabank
G ICTC TT'GT T T'IT G (CATC TTCATG G TG GCT TIACCAACAG TACC (C(CITTGCCAAGCTTG GCCGCCG GGCLAGATCTTG _ GTC G GECAC TT T TACGC G CCARAATC
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€T T TGS CERG GAGCCACGAGE CGC CG AG CECCECCAC .,2_mmgmonnnmmnnm,E CGGE _ CGGCGGCGGTTCCTATTGGCT TTAACGCGCCGGACCCGGC]
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;GCG AGGGGC GGG/ TGGGGCGGCGGCGCGGGGCGGTACGGCCL ﬂmmﬂmmmmnmmmmﬁmﬁmﬁmﬁ mmmﬂqzmqnﬂmm TGGTACCAGGCGCGGTCTGACTCCCCGCCCCCAGCC
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CGGEGGLGTCCCaOT Oﬁhmm GCCGTGGGG /C PDDO CATA GG CCECGCCECCCCRCR ACGETCC EGCATCCCAC TGACET TTEC TATAGTGCAGG TTCAG CAGAGCETCTCTT
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CTECACGTGACCCTLE ST GTAGCCS EE CACGC CTCAGETTAGATTTCCA'GAGACT GTCC ECTE TTET T'TTCAGEATEATE GTTCCACAGE CCAGCEATEAGCCACCTCN
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T ECATCETE] CTTGEGCCTCAC CEAT GACATTATECT TCCTECACCCAGCEECT TECCBe TCACCCAG AGECC GCTG GAGCGCTGCCTG G TGGC G .GGGGG
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