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clone name : pGL4-phARNT

@ Clone ID

® Lot

@ DNA Concentration
@® Volume

@® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

@ Digestion by restriction

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

(kb)
10.0
8.0
40
30

1.5
1.2

1.0

0.1

Erectrophoresis : 43

RDB _ 07731

07731 _A4La

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

enzyme
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Restriction enzyme

Expected size of fragment

nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Xhol 5.7 kbp
Sacll 3.6, 2.1 Kbp
Bell 42,1.1,05,0.3, 0.1 kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence — A

pGL4-4174F

Sequence - B

pGL4-136R

Sequence — C

Sequence — D

APPROVED BY :

http://dna.bre.riken jp/index.html



. Applied

W_Omu‘mnm_.:w 07731_07731_AdlLa_2_ pGlL4-4174F_G04_19 Inst Model/Name 3500/3500 Instrument
. 07731_07731_AdlLa_2_pGL4-4174F Dec 17,2014 03:42PM, JST
S/IN G:18 A:16 T:11 C:18 primer name D : pGL4-4174F KB_3500_POP7_BDTv3.mob Dec 17,2014 04:09PM, JST
KB.bcp 5-TAGCAAAATAGGCTGTCCCC-3' Pts 1351 to 13585 Pk1 Loc:1328 Spacing:11.85 Pts/Panel1350
KB 14.1.8 Cap:19 Version 5.4 HiSQV Bases: 758 Plate Name: 20141217-dnabank
CTGGGTICCAC CATT TCTC TG GCCTAACTG GCCGG TACCTG AG CTCGC TAGCCTCGAGS ATECTGAGGCAGG ATAACTGCTTG 2ACCCG GG AGGGAGAGGT TGCAGTG
1 9 17 33 —Ir 49 T 57 [ 65 73 F-prmersl 89 97 105 111
ho
foust Byll Kpnl  Pacl  Uper X L5 Ph ARNT (N 0f18248.0, 3bb7 .
1352 - % /
1A%
676
O L
GCCAARGATCGCACCACTG CACTCCAGCETGEGCGATGGAGCAAGACTCCGTE TECAG T GARAAAAG 7 TCTGCACAGCCATCATC TTATTGAT TCCCE TR
3 121 129 137 145 153 161 169 ity 185 193 201 209 217 225
1352
676
0
TTAAAAACT CCTCACTG GCCAGGTGTGGTGGCTCACGCCTGTAATCCCAACGGTTTGTGAGACCGAGGCGGGCAGATTGCCTGATGTCAGGAGTT CCAGACCAGCCTGGEC
233 241 249 257 265 273 281 289 297 305 313 321 329 337
1352
. T e
0 52525\%2?;
\CETEETE CTCCATCTE TACTAAA ACAT TAGCCAGGCGTGTGGCGTGCGCCTE TAATCCCAGCTACT CAGGAGACTGRG GCAGGGGA RATTGC TTGAACCE
345 353 361 369 377 385 393 401 409 417 425 433 441 449
1352
676
0 g%%ﬁaﬁ%ﬁ%%é@éégg
GGGAGGTGGAGGTTGCAGTGA GC CGAG A1T1GC GCCAC TGCACTCCAGCC TGCEGC GACAGAGAG AGACTC TGTCT (A CAGACAZ NG TG ETCAC TETETCCOTE
457 465 473 481 489 497 505 513 521 529 537 545 553 561
1352
676
0 éggiggirfggé
TCACITCAL ( GAAGTTAC CCATTCTE ITTACTTTCT TCAT CCATT GC CTCCAATTTT GGCTGG CAJTATCTCCCATA (C CCETT AACA COT.GCATCETTT 4
569 577 585 593 601 609 617 625 633 641 649 657 665 87
BamHL
13562
676
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> Applied

' Biosystems 07731_07731_A4La_2_pGL4-136R_H04_22 Inst Model/Name 3500/3500 Instrument
07731_07731_A4La_2_pGL4-136R Dec 17,2014 03:42PM, JST
SIN G:191 A:160 T:121 C:185 primer name § : pGL4-136R KB_3500_POP7_BDTv3.mob Dec 17,2014 04:09PM, JST
KB.bcp ' Pts 1371 to 13730 Pk1 Loc:1348 Spacing:11.9 Pts/Panel1350
5'- CGAGTGGGTAGAATGGC-3 "
KB1.4.1.8 Cap:22 cTT Version 5.4 HiSQV Bases: 1027 m%ﬁ%ﬁ.\ Plate Name: 20141217-dnabank
CCCTTA'GT 'IT11TG GCATC an GG TG GCTTIAC(AACAG TACCG G qa.mnni.manomnomnnm GGCCAGATCT TG ATA GG GG G GGCCACTCC CCAGAAG(
i il 21 41 51 61 81 91 101 111
ZSH m@:ﬁ 1.vms>ﬁz.#.ﬁtmw &K\m._\ 5(28..(¢) )
1146 m % :
Sophﬁmmml
573
0
IGGCGCCTGACCGCCGCCTECCGCTACCGCGE TGGCGGCTTCAGCAGCCCCCAGCATCCCAGCCCCTGCEGCGGGEAGACCCCGCCTATATAGTAGGCGGAGTC
121 137 141 151 161 171 181 m@«_H 191 201 2o 221
Sacll
1146
573
0
CACAC GGCCAGECTCC TAAGAT TTGACCAAT G TGCE TCGTCCAAGGGCAGGGCTACTCACTGCGCCAGCCAGTCCAGTGAAGGGAGGGCGAGGARGAACTCC
231 241 251 261 271 281 291 301 311 321 331 34
1146
573
0
GCTGTCTCCCTAATCTCGCCCTCCTTGCGTAAGAGGTCAATGACCGAGTAACGTCAT TG TGCAAT TAAAATGGGTATT TTAGGCTGGGCGCGETGGCTCGCGTC TG TAAT]
11 351 361 371 381 391 401 411 421 431 441 451
1146
5713 »
0 | |
CCAGCACTTIGGGAGCCCGAGGCGGCCEGGATCACCTGTGGCCAGEGGGTTCG CCARCUTGGECAACATGE.CE COCCE TOTE TACT TAC TTAGCC GGG
461 471 481 491 501 511 521 531 541 551 561
Pyl L ‘
1146
0
GTGGTGGC GCATGCCTGTAATCCCAGC TICTTGCEGA GGCTGAGGCAGGAGAATCGCTTGARCCTGGG AGGCAGAGGTTGCAGTGAGC CGAGATAGCGCCACTGCACGCC
571 581 591 601 611 621 631 641 651 661 671
1146
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