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clone name : pGL4-phAPP
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@ Clone ID

@® Lot

@ DNA Concentration
@® Volume

@ Form

@ Host

@ Culture

@ Antibiotics

@ Purification

RDB _ 07692

07692 _ A4Lm

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DHS alpha_
LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

(kb)
10.0
8.0

4.0
3.0

15
12
1.0

01

Erectrophoresis :
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FRTIED D Enn

44  nanogram DNA per lane ;

% agarose gel , 1 x TAE Buffer

Restriction enzyme

Expected size of fragment

Xhol 5.7 kbp
Bgll 42,15 kbp
Pstl 44,13 kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence — A

pGL4-4174F

Sequence — B

pGL4-136R

Sequence - C

Sequence - D

APPROVED BY :

http://dna.brc.riken jp/indexhtml
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w_0m<m.nm=._m 07692_07692_AdLm_pGL4-4174F_A08_02 Inst Model/Name 3500/3500 Instrument
07692_07692_A4Lm_pGL4-4174F Jan 06,2015 09:34AM, JST
S/N G:229 A:196 T:151 C:163 primer name A pGL4-4174F KB_3500_POP7_BDTv3.mob Jan 06,2015 10:01AM, JST
KB.bcp 5-TAGCAAAZ , Pts 1562 to 14035 Pk1 Loc:1539 _ Spacing:12.36 Pts/Panel1350
KB1418 Cap:2 TABERTETCECT3 Version 5.4 HiSQV Bases: 1031 m\m_\_qsmﬂ Plate Name: 20150106_dnabank
GCTEE OT ¢ IG: AC qqaoaojm GCCTA CTGGCCGGTZCCTG AG CTCGCTAGCCTCG AGG STRCTAGTGCGGE \GACACACA AG ACAACATTTAGGGGAGCTCGGTACAG
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TGACTTCCCAG GAAGGAAGTCT GTACCCCGCTEGCTGAGCCATCCTTCCCGGGECCTAGGCACCCTTG TCAGCGCAATGAGCAAGGGAGAGAAGGCAGGC TECAGTGCAGE
11 121 131 141 151 161 171 181 191 201 211 221
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CCTCAGAAGGGCCAGAGCACTCCCTGGCTTCAGTCCT TCGC TCCAAGCCCTG TG TGGAGTGGGC TG TGGCTTIGGT ATGCTACTTCAGGTCAAGAGCAGGGGATACATY
231 241 251 261 271 281 291 301 311 321 331
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ITGEE GCAGTTCTAGAGC ATTCT CTATCTGGACACTAACTGGACAGT GGACGET TTGTGT TTAATCCAGGAG GTGGEATGECAGAAGGT TCAT TTC TATAAT T CAGE
341 351 361 371 381 391 401 411 421 431 441
bal
1238 *
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CAGACAC CAAGGGCAGCGTTTGAGGTCAGAAGTCCTCAT TTAC GEGGE GTCGAAT TGATCTCTCCTAAT TTTTCCT TCT TCCCCAACTCAGATGGATGT
451 461 471 481 491 501 511 521 531 541 551 561
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571 581 591 601 611 621 631 641 651 661 671
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 Applied

W_Om<m.nm3m 07692_07692_A4Lm_pGL4-136R_B08_05 Inst Model/Name 3500/3500 Instrument
07692_07692_A4Lm_pGL4-136R Jan 06,2015 09:34AM, JST
S/N G:209 A:113 T:76 C:124 primer name @ . pGL4-136R KB_3500_POP7_BDTv3.mob Jan 06,2015 10:01AM, JST
KB.bcp i . Pts 1528 to 13750 Pk1 Loc:1505 Spacing:12.23 Pts/Panel1350
5-CTTCGAGTGGGTAGAATGGC-3
KB 1.4.1.8 Cap:b Version 5.4 HiSQV Bases: 1018 R= .mis\&q\ Plate Name: 20150106_dnabank
CTTTTIGAT TTGEC/TCTTCATGG TG GCTTIACCAACAG TACCGG /TTGC(AAGCTTG GCCGCCE AGGCCAGATCTTGATAGCAGGAGCAGTGCC CCGGGECAGCATE
1 11 tSHN 31 a1 51 61 T Bal 81 91 101 111
1400 And T Batt . Ly o AP Ced (g 007376,
Luckempec— 223 . (O))
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GCGACCCTGCGCGGGGCACCG AGTGCGCTGC TGTGCGAGTGGGATCCGCCGEGTCCTTGCTCTGCCCGCGCCGCCACCECCGCCGTCTCCCGGEGCCCCCGCGCACGCTLCTE
121 131 141 151 161 171 181 191 201 211 221
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CGCETEETETCECCTACEGE TRCCEREE CTGACGGAGCCCGAGC GCGGC GGCGG6GC TCAGAGCCAGGEGAGTCAGC TGAT CCEGBCCCACCCCGETCGGCACCCGAGAGAY
231 241 251 261 271 281 291 301 311 321 331
1400
700
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3ECCCCTAGCGGCGCCGCCGGGEG CTGCGCCCGCTCGCGCCGGGAGGGGCCCTCGLCGECCCGLCGLCLLAC Omﬂmn+mnmnﬁneﬂmmnmmﬂmnoeoo CCoCACGCGLCCCCCT

341 351 361 371 381 391 401 411 421 431 4471 4
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1400
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. MW M
CCGCTCCCCGGCCGACGGLCCCACETGGGC TTCGTG CAGTGGGAGGGAGAGTCTGGGGCCAGGAGAGGGACGGTGCAGGATCAGGG GGTGAGTCCTAGGACGCTG ~2GQ
51 461 471 481 491 501 511 521 531 541 551 561
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ST GITCGCAGAGCEBCTCL TGE TER T CCEEG TGAGETTG TCATCCGACCCCGCAGGCCTCCCGGGGGBTGTCGTAT GGACTGCTGCTAGGGTGCGTTTTTATC

571 581 591 601 611 621 631 641 651 661 671
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