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clone name : pGL4-phSOD1

@ Clone ID

® Lot

@® DNA Concentration
@ Volume

® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

@ Digestion by restriction enzyme

RDB _ 07686

07686 _ A4Lm

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well
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Erectrophoresis :

Restriction enzyme

45

Expected size of fragment

nanogram DNA per lane ; 1% agarose gel ,

1 x TAE Buffer

Xhol 5.7 kbp
Bell 42,15 kbp
Pstl 40,18 kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name ]

Primer name

Sequence — A

pGL4-4174F

Sequence — B

pGL4-136R

Sequence - C

Sequence - D

APPROVED BY :

http://dna.brc.riken jp/index.html
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) Bi osystems 07686_07686_A4Lm_pGL4-4174F_GO07_19 Inst Model/Name 3500/3500 Instrument
07686_07686_A4Lm_pGL4-4174F Jan 06,2015 09:34AM, JST
S/IN G:574 A:498 T:382 C:295 primer name A pGL4-4174F KB_3500_POP7_BDTv3.mob Jan 06,2015 10:01AM, JST
KB.bcp _ . Pts 1498 to 14040 Pk1 Loc:1475 Spacing:12.33 Pts/Panel1350
KB1.4.18 Cap:19 5-TAGCAAAATAGGCTGTCCCC-3"  yggion 5.4  HiSQV Bases: 883 F-primer Plate Name: 20150106_dnabank
EGT(G GT CiG Al TCTC TG GCCTA CTG GCCGGTACCTG (GCTCGCTAGCCTEG AGG ITG TCTGCECGAACTTCC TG GAACCCAAAG CTTTAGCCTTGGGC
1 11 91 101 1
1154 (NG008689. 1, 35900 )
977
0
GGCCCTTTGGCCAGCAT TTGCACTGT TTATGCAACCGTTIAG TTATC TG GALRAC TAETALC TACAACAGGE CTGC TATGTATACTTCCTAG A(Q
11 121 131 141 151 B 181 191 201 211 221
1154
5377 —
0 | \
3GAT GAT TGTGAATTGTAT TTCTCTGATAGAGGATGCATTAGAGTCTGAGGETCT TAGCGTARATAAT TAAGT T TC GAT AGTAGTETACTCE?
231 241 251 261 271 281 291 301 311 321 331
1154
577
: | | \
CGAGGCTGG TAGCTTETATLNTGTTGT DTCACACTGGACTTC T GTCTCAGTATTTTGCC e ia! TATTAAGTACTAGGLC TGGACGTGGTGGC TCATGTCTGT 1
341 351 361 371 381 391 401 411 421 431 441
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I[CCCAGCACTTTGGGAGGCCGAGGTGGGT

GATGGCTGGCTTGAGCTCRAGGAGTTTG

481 491 501 511
SacT

CCAGCCTGGGC

CATGGT
521

CCECATETET
231 541

ccc T
5561

TCAGY(
561
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JCAGGTGTGGTGGCACATGCCTGT GG
571 581

1154
5717
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TCCCAGGTACTTG CGAGGCTGAGGCAGGAGGATGGCTTG

581 601 611 621

\
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CCCAGG GG TGG GGCTGCAEGTGAGC TATGAT GGCCCCACTGC ACTC
631 641 651 661 671
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» Applied

W_Om<m.nm3m 07686_07686_A4Lm_pGL4-136R_HO7_22 Inst Model/Name 3500/3500 Instrument

07686_07686_A4Lm_pGL4-136R Jan 06,2015 09:34AM, JST

S/N G:218 A:184 T:166 C:160  primer name m. : pGL4-136R KB_3500_POP7_BDTv3.mob Jan 06,2015 10:01AM, JST

KB.bcp , . Pts 1508 to 14112 Pk1 Loc:1485 Spacing:12.29 Pts/Panel1350

KB14.18 Cap:22 5-CTTCGAGTGGGTAGAATGGC-3"  \/orcion54  HiSQV Bases: 1010 Plate Name: 20150106_dnabank

_ GCITTCTAG TT TATGGC!IC TTCATSG TGGCT TTACCAACAG TACCGG ZT TGC(AAGCTTGGCCGCCG AGGCCAGATCTTGAT|CCGTC TCCGCGACTACTTTATAGGCCAGRC)
i 10 19 1 28 37 46 55 & 73 82 91 100 W-mbq\m.bm
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CTCCGCGECCTCGCLCAC TC TG GLLLC cc TCGCCTCGCACGCGCTCAGCCCGCCCCCTGCGGCACCCTCGGGTCGCGAGTGGCLC GGG TGACTGGGGGCGGGGCCAAG!
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TTEEEACECCCE TGGATGCTTTTGTAGTTT TTTTTTTGTCTTGT TTTTTAGT TTTCTGAGGGTAT GTCGCTACACCTC TCCCGGGACTTACCTI
460 469 478 487 496 505 514 583 532 541 550 559
1286
643
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CT'TETPC CECTGT TTTTE MRABTECT TAGTATAGATTITECTTATTT GGTT EGEA G PTTCCEGTATT@T T ITIATAT IT TTHCCTET TTEGEE GGCCAC CCCTACAGAT
568 577 586 595 604 613 622 631 640 649 658 667 676
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