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RIKEN DNA BANK clone name : pGL4-phCSF2

@ Clone ID : RDB _ 07482

@ Lot : 07482 _ A3Hr

@ DNA Concentration ¥ 25 nanogram/microliter

@ Volume 2 40 microgram

® Form . DNA solution in TE buffer

@® Host ¥ DH5 @

@ Culture : LB medium

@ Antibiotics : 100 microgram/ml Ampicillin

@ Purification : QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme
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Erectrophoresis : [i'rf nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
BamH I : 5.7 kbp
Hind III : 0.7, 5.0 kbp
BamH I + Hind III : 0.7, 2.0, 3.0 kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name Primer name
Sequence — A pGL4-4174F
Sequence - B pGL4-136R

Sequence — G

Sequence — D

APPROVED BY :

http://dna.brc.riken.jp/index.html
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, Bi Om<mﬁm3m 07482_07482_A3Hr_pGL4-4174F_G01_19 Inst Model/Name 3500/3500 Instrument
07482_07482_A3Hr_pGL4-4174F Sep 04,2013 10:37AM, JST
S/N G:360 A:205 T:192 C:232  primer name A : pGL4-4174F KB_3500_POP7_BDTwv3.mob Sep 04,2013 11:04AM, JST
KB.bcp : . Pts 1327 to 13607 Pk1 Loc:1304 Spacing:11.81 Pts/Panel1350
KB1.4.18 Cap:19 5" TAGCAAAATAGGCTGTCCCC3"  version 54  HiSQV Bases: 1045 Plate Name: 20130904_mix
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1 il 21 31 Konl 4l S..1 51 ¥hel 61 71 T-pyaner 81 101 1

p ee Nhel P (CSF2 ! ZD 03 302¢,1)

<
1348 yector
674
0
BTE G TITETGTEG COCCACTGGE TTTAGGETG TCAGCCTC TAGGGCLCCAGAGG CACTGCACCTGEG GAGT CECEAGC TTC TCCAG TATCAGAGTCACC TT CAGAGBECT G|
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CGAGCCTTTCAT GCAGGT GAGGACTC TAGATGCATE TGCATGG CATCCTECCETEITACCAGGEACCTGTATGTAL [ 05 ATCACAGCAGCACACATACACCCAG
231 241 Z51 261 291 281 291 301 311 321 331
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3 A G GO CACESTE TG GG CCEACACCECTT IAGETAT ACCCAGGCATGGGGCAGC TTGAGCCAGAT TTGTGC CTCGTECT GTCT TATCT & CTECATT
341 351 361 € A 381 391 401 411 h_mH 431 441
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GT G T CA I CACT TETCARGC CCCTE GAGEETT TAGATTTCC TAC T TCCACACTTCE GAGAG CECCTCTEGAGT TGGGGGATGE TGGGGTTATGT 4 Lol i
4571 461 471 481 491 501 51.1 B2 531 541 551 561
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CCTGGAGGGCCTTGCTGGGG GCCATTGTCCCTGTACC TGAGATGGATGCAGC CACAGCCC TG GAGCCAGCCTGAAGCTCCTGGTGTCTTCTGGGGGCTACATATAGS G
571 581 591 601 611 621 631 641 651 661 671
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wm0m<m.nm3m 07482_07482_A3Hr_pGL4-136R_H01_22 Inst Model/Name 3500/3500 Instrument
07482_07482_A3Hr_pGL4-136R Sep 04,2013 10:37AM, JST
SIN G:197 A:128 T:141 primer name B © pGL4-136R KB_3500_POP7_BDTv3.mob Sep 04,2013 11:04AM, JST
KB.bcp Pts 1349 to 13727 Pk1 Loc:1326 Spacing:11.92 Pts/Panel1350
KB1418 Cap:22 5-CCGGGAGCTGCATGTGTCAGAGG-3' Version 54 HiSQV Bases: 1036 Plate Name: 20130904 _mix
GIT CTIZITG TTTT GGCITC TTUATGGC TGGC TT TACC (ARG TACCGGATTGCC GCTTGGCCGCCGAGGCCLG Hnﬂdm...%!ﬁ_nﬂq,ﬂn G LG CTITTAGGCTTTCTCTETES
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IGTACTGGGCTCACTGGC GAGCTCTTAARATACACAGAGG TGATT TGGTGACCAC TGCCAGGG "GGCGGGGG CITACC TG CTGTGG TC TCETG& ]

1270 131 141 150 161 1L 181 191 201 2149 221
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CTTATCAGCCACACATGGGAARCGGTGAGCCT TTTCCCTAGG TGCT CAGGCT TGEGGGEGTTITICAT TAATGAACCTTTCC G CCGACAGCCCACCCACCCGCCTTCCTGAGGG
231 241 251 261 271 281 Z9. 301 F1L 321 331 34

1224

o | |

CTCTCCAGCCCTCCCTGGGECAGTCTG TGGGCCTEAGGC TGCCCCC TCCCTCTGAGGGGCACAGT TTGGACT TCCTGGCCTGEE TGCCTGGGGTGGGGCGTGGG AGACACT
11 351 361 371 381 391 401 411 421 431 441 451
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TAGATAGGGCTCCCCATCCTGCETGT T CCCAGGGGCCTTTGGGCAGCEC TATGCCCGCCCTGGTGCCTCATTCTGACTCCAGCCTTCCTCTTCTCTGGCCACTGTGAGAGAC
461 471 481 491 501 511 521 531 541 551 561
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TTGAGTGTGAGGGGAGC TCTCACAGACCTGCCCCAC TGACAGT TCACATGGGCTCCCACCCAGGACCTGGAGCAGGGGGL CLTCAGTCCAGT GGGGGGACCCCTGCCY
371 581 591 601 611 621 631 641 651 661 671"

1224

x ot o oo ot bt oo oo o oo

Printed on: Wed Sep 04,2013 12:45PM, JST Electropherogram Data Page 1 of 2




