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clone name : pGL4-phRHOA

@ Clone ID

® Lot

@ DNA Concentration
@® Volume

® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

@ Digestion by restriction

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

RDB _ 07404

07404 _ A4D2

25 nanogram/microliter

1 microgram

DNA solution in TE buffer

DHS «
LB medium

100 microgram/ml Ampicillin

QIAGEN QIlAprep Spin Miniprep kit

enzyme

by Naet

154
@

=]
3
5 \

— .. oresis : ‘i 9 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
Sall 5.6 kbp
Bgll 42 08,604,0.2 kbp
Sacll 36,20 kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence — A

pGL4-4174F

Sequence — B

pGL4-136R

Sequence - C

Sequence - D

APPROVED BY :

http://dna.brc.riken jp/index.html



Applied

Biosystems 07404_07404_A4D2_1_pGL4-4174F_A12_03 Inst Model/Name 3500/3500 Instrument
07404_07404_A4D2_1_pGL4-4174F Apr 07,2014 02:32PM, JST
SIN G:40 A40 T:30 C:32 primer name ) : pGLA4-4174F KB_3500_POP7_BDTv3.mob Apr 07,2014 02:59PM, JST
KB.bcp Pts 1418 to 13588 Pk1 Loc:1395 Spacing:11.85 Pts/Panel1350
KB1.4.18 Cap:3 5"TAGCAAAATAGGCTGTCCCC-3' Version 5.4 HiSQV Bases: 707 Plate Name: 20140407_mix
1926 GG EGTC(CE ACAITT TCTC TGGCCTICTG GGCG G TACCTG #G CCCGCTAGCCTCG A6 G AL G GECATTACECTE CTEECE T GECTGAG ARCTC CCC TETC T
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STCACCAGCACAG GAGTGTCCT TG TGCCAAGCAT GG GG TT.GCGE TATG.GACAGATT TACTCAC CACG AAG GG TGCGTGGAGCCATCAGGCGTGGATCCATTCTEACC
118 127 136 145 154 163 172 181 190 199 208 217 226
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CCCAGACCTGGAGGCAG CACATCCAGAGCTGCAG GCCTGGGATGGGAATCTGAGCAGGCATCAGCCCAGGTCAGGTTAGAGACCAC TGGTATTGTTTGGTG GTCTGG

235 244 253 i 262 2. 280 289 298 307 316 325 334
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TGAGGGBTCCTAAGGGACTAATGGTATTGCCAGG TGAGAGTTC TGAGGAARCAGATAC TGTG ATGGG TG GACTGGTGGGGATTCTGGCGT ! TGGTATGGTGGCATGAGT

343 352 361 370 379 388 397 406 %5 424 433 442 451
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CLGGGCAC CGTITAAGTICTICCCATCC GTACCTGGCTTAGCTTCC GAGGTCAGATGC G T TCAG GG TAGTAAG GCCETGAACC TGTT GTTCTGATGAGCETCT TG

460 469 478 \ 487 f 496 505 514 523 532 541 550 559
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Z TLGTGGG GAX  AATG GTRACAGTCEGGCGAGAGEGTGGEGEGL GGGGGLGEGLCCAG CCCACGG AG AT T G GEC TEACC TEG CCEGTGATACE CEE EETE]

568 577 586 595 604 613 622 631 640 649 658 667
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Bppueq 07404_07404_A4D2_1_pGL4-136R_D12_12 Inst Model/Name 3500/3500 Instrument

Biosystems
y 07404_07404_A4D2_1_pGL4-136R Apr 07,2014 02:32PM, JST
SING:93AT0T:54 C:91 primer name ) pGLA-136R KB_3500_POP7_BDTv3.mob . Apr 07,2014 02:59PM, JST
KB.bcp Pts 1404 to 13053 Pk1 Loc:1381 v ml! B, A,imnm..u__._m 11.41 Pts/Panel1350
KB1.4.18 Cap:12 5-CTTCGAGTGGGTAGAATGGC-3’ Version 5.4 HiSQV Bases: 1023 J Plate Name: 20140407_mix
GGECCETTE TITTT T CCECRATC TTICATE BTG GETTTAGC CAG TACCG G dqmﬂm GCTTGGCCGCCG ODOD G qoﬁﬂm TARACCAG Oﬂmdmm CT CGAG AG ccg
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CGG “GG mhmnmﬁﬁnomnmmm GGGTAGCGCGAGAGAGCGAGGGC GGG CGGCGGCGGGAGGGCGGGE CEBACGTGCGCCCCTCCGAGTEGCCCAGCGEGGETCGAGCCGEGRL
121 Wgﬁm 131 141 151 161 171 181 191 201 m@_wNHH ¢ mm#
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CAGGTACCEECCECCEGCAGCEE CGCECACTCACAGCTCATCCAC TATTGC TCAGGAGLEC ETECCRACG L ECT & GC CC 87T cc TCATTGCAGCCGCGTGGGGC
231 241 251 261 271 281 291 301 F 321 331 34
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TCACGGG AACTCCGGGGCTAT AAGAEC T GG T TGCTATTTTATACTECCGGEGAG TCACTCATCCECT TAAGC GCAGGGTGGGGTTAGGTGCGCGTGCGCGGTTTT TA CT €
1 351 361 391 381 391 401 411 421 431 441 451
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CTCCCCE CTGCC CTCTTCACGCACGECE O%.Omnﬂom CCCTGGCTGGETTTACGCGTGCGCACT CGGGCCTGGTCCCGGAAGACCACACGCGTGCGEGTGGTEGGGE

461 471 a81 491 501 511 521 531 541 551 561
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CTACGGTGACAGTACCCCGGGTGGGGCGAGGGCCAGTCATGGCGGAGTCCTGGTCTGGGC m%hoapmn omnanﬂmnnmmﬁm CGGT mngmmonmnmn_mmmﬂ GCGAC
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