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RIKEN DNA BANK clone name : pGL4-phEGR1

@® Clone ID

® Lot

@ DNA Concentration
@ Volume

@ Form

@ Host

@ Culture

@ Antibiotics

@ Purification

@ Digestion by restriction enzyme

RDB _ 07369

07369 _ A3IS

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QlAprep Spin Miniprep kit

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

LREL T i

Erectrophoresis : 51

nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme Expected size of fragment
Hindlll 5.6 kbp
Sacl 46,09 kbp
kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name Primer name Sequence name Primer name
Sequence — A pGL4-4174F Sequence — E -
Sequence — B pGL4-136R Sequence — F -

Sequence — C -

Sequence — G = 2 BN

EE O

Sequence - D N

Sequence - H =

(158,19

——

APPROVED BY :

http://dna.bre.riken jp/index.html



Applied

W.Om<mﬁm3m 07369_07369_A3I5_pGL4-4174F_G04_19 Inst Model/Name 3500/3500 Instrument
07369_07369_A315_pGL4-4174F Sep 11,2013 12:52PM, JST
SIN G:117 A:49 T:47 C:66 primer name A - pGL4-4174F KB_3500_POP7_BDTv3.mob Sep 11,2013 01:19PM, JST
KB.bcp 5-TAGCAAAATAGGCTGTCCCC-3' Pts 1227 to 12889 Pk1 Loc:1204 Spacing:11.41 Pts/Panel1350
KB14.18 Cap:19 Version 6.0 HiSQV Bases: 998 - primeér Plate Name: 20130911_GNP
CCARCG G (CAG (A T"T'TE TCTEBEET CTGGCCGGTACCTG AGCTCGC TAGCCTCG mw TEATAG GG GCCCCTCTTTEGGAT TCLC GCAG TG TG GGC EGGECCTCEC
1 10 19 28 37 6 557 ] 64 73 100 109
ol Sacl el 7 gapucal _: EGRL NG.oo0n5 (33464340
1132 A AA
ectovr €
< %%ég
D , i
CCTGGACTGG AT GGGGGG GTG ACCCC TCACCACAAGG ACCATTATCTCCETG GTGAG TCAGGCCTCTCTTGGGGCAATCAGCTTCCCCACTTCG GTCCC
118 136 145 154 163 172 181 190 199 208 g3 2]

1132

E_. :?.E:E ===_E:ss::::Ei,,:.;:.EL_====__:E,.:;:s:,E:

GGTGGGC TCTTTGCCGGCGGGGACTAGGG CAGCCTTTCGGTTCCGGGGG AGCACAGGG GACCCCAGGCACCAGCAGCCCCATCCCACCGACAGGTGGLCAGAGGC

1132
ot ittt
. 343 362 361 370 378 388 397 406 415 424 433 442 451

1132

i g%?%%%%%%@%%@?

CCCCEGCLCBACTCGECCTCGLCECCEGETCTGGGTCTEGGGEGECTTECCCAGCC TAGTTCACGCCTAGGAGC CGEEC TG AGCAGLCCGLCGECGCCEAGCGEGCCRACALCGEC
568 577 586 595 604 613 622 631 640 649 658 667 67

1132
566
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. Applied

) Biosystems 07369_07369_A3I5_pGL4-4174F_G04_19 Inst Model/Name 3500/3500 Instrument
07369_07369_A3I5_pGL4-4174F Sep 11,2013 12:52PM, JST
S/IN G:117 A:49 T:47 C:66 KB_3500_POP7_BDTv3.mob Sep 11,2013 01:19PM, JST
KB.bcp Pts 1227 to 12889 Pk1 Loc:1204 Spacing:11.41 Pts/Panel1350
KB1.4.18 Cap:19 Version 6.0 HiSQV Bases: 998 Plate Name: 20130911_GNP
CGAGCCCTCCCCGCCTGGGLGTCCCCGGATCCCGLCGAGCGEC TCGGGCTCCCGGETTGG CC.GGG "GGAGGGAGGGEGGCG -GGG GC CCAGCTGCGACCCGG |
16 685 694 703 712 721 730 739 748 57 766 775 78
1132 Gamdl
566
0 E?%?%%g%{{é%}s%g%fx
ITGCCATAT GGAGCAGG GGATCCCCCGCCGG CCCTTATTTG GGCAGCACCTT TTG GAGTGGCCCG TATGGCCCGGCCGCTTCCGGCOCTCTGGGAGG
14 793 802 811 820 829 838 847 856 865 874 883
i
1132 o
566
0

GGG G GGC GG ~GGGAGGGGC CGCGGG CTCCGG AGCTGCGCGGG @ﬁoonmf GG CCCCGEGGECEE CEGC TAGAGC TCTAGGEC TTCCCC G GCCCTG

892 901 910 919 928 937 xam 955 964 973 982 991

GCGCC TG GATGC GEGE CBLC B GCGCG G CCC 1 GG TGC G TCGG G TGCCC G GCGCTG TC G TGG GG GG C T TC C& TE & T €g

1000 1009 1018 1027 1036 1045 1054 1063 1072
1132
566
0 ; e e S
g'e¢ T TTLEO GA @ © TE T Tega T T € © T € Te€ T e 0 A DA T B e TG TTACG T € C G
1081 1090 1099 1108 1117 1126

1132
566

0 —— T
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. Applied

07369_07369_A315_pGL4-136R_H04_22 Inst Model/Name 3500/3500 Instrument
3 - - — — -
W_Om<m.nm S . 07369_07369_A315_pGL4-136R Sep 11,2013 12:52PM, JST
SIN G:71 A:28 T:31 C:46 primer name p : pGL4-136R KB_3500_POP7_BDTv3.mob Sep 11,2013 01:19PM, JST
KB.bcp 5-CTTCGAGTGGGTAGAATGGC-3' Pts 1218 to 12916 Pk1 Loc:1195 Spacing:11.53 Pts/Panel1350
KB 1418 Cap:22 Version 6.0 HiSQV Bases: 996 %.. ««.._ga_.\ Plate Name: 20130911_GNP
1C CCGICIGEG ##ITGTT TIT G CATCTT GR2TE G TG GCTT1AC(AA (A G TACCGG ATTGCCAAGC TTGGCCGCCGAGGLCAG ﬁnaam 1[G AACAC TG AGAAGCGTGEAGGCE GCG
1 10 19 28 Geart 37 16 55 @ Fah‘\mW\ 100 109 gt
9 [ ooogm o
L co c) \N
_.._ ? Tnser
569 sz\;‘ >
0 AV [N

CCCEG nqnmoon.ﬁmOOOOOOGDOOOOOOHQOFGOOQGOQOQGOHDOOQ GGCTGGGGCAGGGGCCGGTCCTGCG GCGGCEGG GCTGGCTGC GGCGGCGG ,Hmﬂnmmﬂmmﬂn

)

} 127 136 145 154 163 172 181 190 199 208 217 226

1138

- ====:=>===:=r=;;=:==:==:r======:=r=;:===;===;:===:=::=:.

SGETCECC GTTETGCGCGE TG GEGATCTCTCGCGACTCCCCGGATCCEECTETATTTG GGGTCTGG CEGGCACGEGE TCCGCCTCCGTCGTGACGTACATGGCCATATAT G

235 244 253 262 271 280 289 298 307 316 325 334 343
Bamdl
1138
. ,?égsz%?sé% g%zgg
0
3G GCAGG GEE.eT TATGGCAGGACCGGCCGGGAGGACCCGGAGTGACGTG CCCCCCCATCCGACAGCGCCCGGCACC TCCATCCTGCACCC TAGGGCCCGCGECLG
352 361 370 379 388 397 406 415 124 433 442 451

1138
569

; ,==:=:==:==::===;=.;rzz.;zz..=====;,=======,==r===;==:=:r

CGCCCGCATCCCAGGCGCCCAGGCTTCGGEGEG GCCTAGAGCTCTAGCCGCCGCCGGGGCCTCLCGEGACCCEGCGCAGCTCCGGAGTTCCLGCGTTGCCCCTCCCTCCGECTTY

1138 Pacl

569
o AN ./.._.»..:EE....E_.E? O AN AN AN WA AN AN AN A
| 1138 B amtl

S MW A e A AV M
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» Applied

w_0m<m._“m—.=m 07369_07369_A315_pGL4-136R_H04_22 Inst Model/Name 3500/3500 Instrument
07369_07369_A3I5_pGL4-136R Sep 11,2013 12:52PM, JST
S/N G:71 A:28 T:31 C:46 KB_3500_POP7_BDTv3.mob Sep 11,2013 01:19PM, JST
KB.bcp Pts 1218 to 12916 Pk1 Loc:1195 Spacing:11.53 Pts/Panel1350
KB1.41.8 Cap:22 Version 6.0 HiSQV Bases: 996 Plate Name: 20130911_GNP
CATT TCC GGG TCGCAGO TEGT TGCTC COTEGCTECC TCCC TCCTCC CTEGG T TCCAAGC CB GG AGBCCCGAGCGE TCGCGEGATCEGGGEGACGCCCAGGCEGGGAGES
685 694 703 712 721 730 739 748 757 766 775 784
1138 GamAl
569
0 %E%%?«E%Eggg
CTCE TG GCGTETECCEGCTGGECGCECEBCTGCTCAG GCGGCTCC TAGGCG TG AACTAG GCTGGGGAAGCCCAGRAL CCAGAGCGGEGEGLGAGGGCGAGTEG GG
793 802 811 820 829 828 847 856 865 874 883
1138
569
0 §%§§5§§§§§§5
mnmmmmi_ﬂnq TEGCTGTICATCCAGGE CCCEOCCAEC COACT TCA GGG ACE G TE CG CCCGGG AGTGC GGGGEE AGGAGCGEC TGGE €CC GCC T4
892 \_ 901 910 919 928 937 946 955 964 973 982

GG CA GGGGCCCGCCC PAGG AGAGGEC GGEGGCCT TG ACCCC GGG T C TICG ATCTA TGGE C ACGG TG TC TTTCC GG TG TCCGC TG G T
991 1000 1009 1018 1027 1036 1045 1054 1063 1072

1138

569

o _ e e e e e = ]
r G GG A~ T4 GG G TTE AGG: BiE GCA G oM 6 TTICC T GG G € ad TIE T TARG C ¢ TG G CC 166 c T GG (63

1081 1090 1099 1108 1117 1126 1135 1144
1138
569

1138
569
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