P-1 Gene Engineering Division
RIKEN BioResource Research Genter

F. RIKEN DNA BANK clone name : pGL4-phKLK3

RIK=H
BEC
@ Clone ID - RDB 07324
@ Lot - 07324 _A6Jp
@ DNA Concentration p 25 nanogram/microliter
@ Volume & 40 microliter
® Form - DNA solution in TE buffer
@ Host g DH5 alpha
@® Culture i LB medium
@ Antibiotics : 100 microgram/ml Ampicillin
@ Purification ) QIAGEN QIAprep Spin Miniprep kit
@ Digestion by restriction enzyme
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Erectrophoresis : 100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
EcoRI : 5.4 kbp
Bglll : 49, 0.6 kbp
kbp
kbp
@ Confirmation of the insertion sequence
Sequence name Primer name Sequence name Primer name
Sequence — A pGL4-4174F Sequence - E -
Sequence — B pGL4-136R Sequence — F =
Sequence — C pAxCALNL_F1 Sequence - G - y
Sequence - D = Sequence — H =

APPROVED BY :

http://dna.brc.rikenjp



Applied 07324_07324_ABJp_pGL4-4174F_E05_05_ABIO8 Inst Model/Name 3500/3500 Instrument

 Biosystems 07324_07324_ABJp_pGL4-4174F Nov 01,2016 04:40PM, JST
SIN G:183 A:183T:236 C:232  rimer name A oGLA-4174F KB_3500_POP7_BDTv3.mob Nov 01,2016 05:06PM, JST
KB.bcp _ Pts 1515 to 13401 Pk1 Loc:1492 Spacing:11.97 Pts/Panel1350
KB14.18 Cap5 5-TAGCAAAATAGGCTGTCCCC-3 Version 6.0 HiSQV Bases: 946 Plate Name: 20161101_dnabank
TACGGT CIG _ CAT T TETE TG GCCT CTG GCCGGT/CCTG AGCTCGLIAGLOCTCG PGGATICCTG ACC CATGG TG .n.n,ﬂ.h_mq,ﬁﬁmﬁw T : TAG
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TTAGCCGGGCGTGGEG TG GCACACGGCACCTGT TCCCAGCTACTGAGG AGGCTGAGGCAGG AG TEACTTG CCCAG GGCAGAGGTTGC TG AGCCGAG AT
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IGCGCCACTGCACTCCAGCCTGGGTGACAGAGTG AGACTC TG TCTCAY : 3 FEE TME T ITTTT Aﬂ_.ﬂﬁ.ﬂqoq— TGG :nalmﬁaﬂ m._JJJAOHO_OOHHOO
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TCETGGETTEC GTGATCCTCCTACCTTGGCCTCGEG GTGTTGGEAT TACAGGC G TGAGCCACCATGEGACTGACETGT OOAAH TCTTGAGGTACAT CCT GG£
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cT GGCT TATTTTGTTGGAG GCEGCGCATTOGGAT TTT GCATG AGBATGATTCT GALE TEG GAGGGCAR G TCAGCAGGCATCTC TG TTGCACAGATAGAGTGTACAGGET
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CTGGAG 3 GGAGTGGGGGGTTATT GG b i TTGTTTGCTGCACGTTGGATTTTG TGC TAGGGAACTTTGGG T TATTTCTGGGC TAGAGGATCTSG
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m’_wm_\_mmﬁmam 07324_07324_A6Jp_pGL4-136R_FO05_06_ABI08 Inst Model/Name 3500/3500 Instrument
07324_07324_A6Jp_pGL4-136R Nov 01,2016 04:40PM, PDT
S/N G:110 A:128 T:153 C:203 primer name [ : pGL4-136R KB_3500_POP7_BDTv3.mob Nov 01,2016 05:06PM, PDT
KB.b Pts 1543 to 13309 Pk1 Loc:1520 Spacing:11.93 Pts/Panel1350
ey o%m 5.CTTCGAGTGGGTAGAATGGC-3' il e °° peig e

nd
Version 6.0 HiSQV Bases: 954 H ”E,r/m_m*m Name: 20161101_dnabank
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Applied

Bi osystems 07324_07324_A6Jp_pGL4-136R_F05_06_ABI08 Inst Model/Name 3500/3500 Instrument
07324_07324_A6Jp_pGL4-136R Nov 01,2016 04:40PM, PDT
SIN G:110 A:128 T:153 C:203 KB_3500_POP7_BDTv3.mob Nov 01,2016 05:06PM, PDT
KB.bcp Pts 1543 to 13309 Pk1 Loc:1520 Spacing:11.93 Pts/Panel1350
KB 1.4.1.8 Cap6 Version 6.0 HiSQV Bases: 954 Plate Name: 20161101_dnabank
T ATE AGTCTE e GT TCCCTAGCAT T TCAA AATC CAACGTG R 6C CAATGTGGAATTECAATAACCCCCCACTCE TTETTCTCCAGACE TG TACACTL TAT
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Applied 07324_07324_A6Jp_pAxCALNL_F1_G05_07_ABI08 Inst Model/Name 3500/3500 Instrument

Biosystems
y 07324_07324_A6Jp_pAxCALNL_F1 Nov 01,2016 04:40PM, PDT
SIN G:138 A:114 T:168 C:246 primer name C : PAXCALNL F1 KB_3500_POP7_BDTv3.mob Nov 01,2016 05:06PM, PDT
KB.bcp . . Pts 1563 to 13122 Pk1 Loc:1540 Spacing:12.08 Pts/Panel1350
KB1418 Cap:7 5- CACTGCATTCTAGTTGTGGTTTGTCC -3'  Version 6.0 HiSQV Bases: 858 Plate Name: 20161101_dnabank

TS T CTeCT EG GCEECCGEGECLCGELCEEG ACTCTAG TT T c TETTGCECEGCEETTCTTGECCT T TGAG TCTCECGE ATCTT GC
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GGGCGTCC CTTGECEeRGTCAGTECTT ZTAGGCACCTC G TECACG cac CACCACCGCGCAGCETTCTTGGECE GT TGT CETEEC MG ECACATAE TCCACBGATE TECTT G
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TCGGEGTCATGGETT] CCE TE TTECAGCACGAC GACTECGECOGEGCAGE TEGELEG GC TCETECTCEEGE CAGGC LG LCEACCECEEE CEGTER TGTTGGGGTGTTGCAGC AG
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GCAT G OTE NECAGT T EGGETEGEG G GLET T EBRTARBOCCTTCETATTTGAT CAGGE TETTCAGECGE . TEC BAEG ATE CTEET CETCLTCE TCCCAGTASGCEGATETCGE EGRE
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CCAGTGTCTTACCGGTGTCLC GTCCACCACCTTAGECCTCG G GGGCACCACE TTGC L TAC TGCECCAGECTTRICG TCLCCC TTEG GGG GTGATCAG TGGCGCI
568 577 586 595 604 613 622 631 640 649 658 667
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Applied 07324_07324_A6Jp_pAXxCALNL_F1_G05_07_ABIO8 Inst Model/Name 3500/3500 Instrument

Biosystem
y A 07324_07324_A6Jp_pAxCALNL_F1 Nov 01,2016 04:40PM, PDT
S/N G:138 A:114 T:168 C:246 KB_3500_POP7_BDTv3.mob Nov 01,2016 05:06PM, PDT
KB.bcp Pts 1563 to 13122 Pk1 Loc:1540 Spacing:12.08 Pts/Panel1350
KB1.4.1.8 Cap7 Version 6.0 HiSQV Bases: 858 Plate Name: m.o._m._._ox_la:mumsx
GGTTGTTT CTGT CAC GCCGTAG CCCTCGCGG ATG CCTGGT G GT GGAAGCGT TTGECCAC GGCCTCACCTACCTCCTTGCTGAGCGGCGCCCCE CCGCTGEEGC|
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