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clone name : pLYS1U-Pnmti

@ Clone ID

@ Lot

@ DNA Concentration

@® Volume

@ Form

@ Host

@ Culture

@ Antibiotics

@ Purification

RDB _ 06567

06567 _ AdKj

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well
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Erectrophoresis : 43

Restriction enzyme

Expected size of fragment

nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Notl 1.0 kbp
EcoRV 7.0 kbp
Notl + EcoRV 5.5, 1.5 kbp
kbp

kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence — A

M13_-40

Sequence - B

nmt1Fw

Sequence - C

Sequence - D

APPROVED BY :

http://dna.brc.riken jp/index.html



 Applied

06567_06567_A4K|_M13(-40)_A07_01 Inst Model/Name 3500/3500 Instrument
Biosystems = e = =
y 06567_06567_A4Kj_M13(-40) Nov 25,2014 01:59PM, JST
SIN G:203 A276 T:195 C:181 primer name A : M13_-40 KB_3500_POP7_BDTv3.mob Nov 25,2014 02:25PM, JST
KB.bep _ . Pts 1436 to 13494 Pk1 Loc:1413 Spacing:11.84 Pts/Panel1350
KB14.1.8 Cap:1 5-GTTTTCCCAGTCACGACGTTGTA-3'  version 54 HiSQV Bases: 1043 Plate Name: 20141125_dnabank
GGG G (2G G "TC G/'GCTICIGTTT CGTGATTTTIATC TTITGTTTGTCTACATGG TATTTTACAT TCATC TACATACATC T TTCAT TG GCTTTGTACATAGT TATCATTA|
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CAAGTCT TTCACTCTTTTCTTATTEAATGTC TC € G AG GATTGTGGT TGTTGTAGGAGCATGTTT TTACTATAGC TTACTTTTTATTG
i 121 13 141 151 1710 181 191 201 21 221
1090
545
0
JEORAGCT GTT AT CTAT TAGTT TATTTTAGTCGCTACATA? TTT TREE GAGTACTTGTATACT ATTCTAR TGCLCTTCTGACAT X CGCCTAGG
231 241 251 261 271 281 291 301 331 2L 331
1090
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LCGC CAAGGCATCGACTTTTTC TAACC e TR & Hq..m-wﬂq,%.ﬂe%ﬂq.— TCCTGAG GTCTTTGC TGATATGECTTEL ECAGE T TC TC TATAT
341 357 361 371 381 391 /1 401 411 421 4131 441 .
¢t Lurad 0QF (lutace)
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CTCTTGGCTTCGACAACAGGATTACGACCAGCTCCATAGACTCCACGALC TGATGATAT G CIACC GCAG TT.TAC TCACTTCTTCAG GAGCT ACGATATTGCTGTCY
151 461 471 481 491 501 511 521 531 541 551 o6l
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1 1090
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FORGE ECGTCTCCTTT CATCE GCCGATACCAGGGG ACATAGTTATGTAGTCGCTTTG GCTTAGG TCGACGACCAGCTAT TCGGT TGt
57 581 591 601 611 621 631 641 651 661 671
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Biosystems 06567_06567_A4Kj_nmt1Fw_B07_04 Inst Model/Name 3500/3500 Instrument
06567_06567_A4Kj_nmt1Fw Nov 25,2014 01:59PM, JST
S/IN G:247 A:308 T:229 C:161  primer BmBmm ‘nmtl1Fw KB_3500_POP7_BDTv3.mob Nov 25,2014 02:25PM, JST
KB.bcp . Pts 1413 to 13491 Pk1 Loc:1390 Spacing:11.84 Pts/Panel1350
KB1.4.1.8 Cap:4 5"GOTGTAAAACACCACGAGAC-3' Version 5.4 HiSQV Bases: 1036 Plate Name: 20141125_dnabank
G TT ‘TIATT T CAUG 16 CGTAA TCTCGGC TACTG G /TGGTTCAG TCACCCAACG AT TACTG GG GAGAG CAGGE C GiE GCTT GGARTCCG
1 il 21 31 41 51 61 71 81 - i 1
— Hind I
1230 nwtl Prowmeter
615 )
0 XSO0 /N W\
TTGTCATTCGGCRATGTGECAGCG G CCGEGATARTGGACCTG TTAAT CGAAACAT TG AAGATATATAAAGGAAGAGGAAT CCTGGCATATCATCAAT TGAATAAG)
121 131 161 171 181 191 201 211 223
1230
615
TTAATTATTTICAATCTCATTCTCACTTTCTGACTTATAGTCGCTTTGTT GCTAGCGTCGACAGGCCTGEATCCEGEGCGECACTTCT TAAGCGAATTTCTT
231 241 251 261 271 281 291 301 311 321 331
. - BawmtlL
1230 nwwmth gromoter S ADHL termvateor
. ot
0
TGAT TTATGATT TTTATT ATTI TARGTTAT : TAAGTETATNE TT TTAAAGTGACTCT TAGGTTTT C G TTCTTATTCT TGRAGTAAGTC TTTCETY
341 351 361 371 381 391 401 411 421 431 441
1230
0
STAGGTCAGGTTGCTTTCTCAG GTAT AGTATGCAGGTCGC TCTTATT GACCACACCTCTACCGGCAGATCCGCTAGGGATAACAGGGT AATATIACTATACTTTGTAGTACCTY
451 461 471 481 491 501 511 521 531 541 551 56
Cerminator S -
L2 ADHL Terwm - [ys L 6 Craquenl
rolielotelchidlohiciop TC CATT TIT TEE GATGTCATTECAGCCGGACGTGGCATGAAGAATGTCCAACT TTTGGTGATCAATCGT TT TGATAC TAACAAGAT
1 571 581 591 601 611 621 631 641 651 561 671
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