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@ Digestion by restriction enzyme

@ Clone ID

@® Lot

@® DNA Concentration
@ Volume

® Form

@® Host

@ Culture

@ Antibiotics

@ Purification

2-Log DNA Ladder
(NEB#N3200L), applied by
125 ng/well

(kb)
10.0
8.0
4.0
3.0

15
1.2
1.0

RDB _ 06373

06373 _ A3lr

25 nanogram/microliter

40 microgram

DNA solution in TE buffer

DH5 a
LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

Erectrophoresis : H nanogram DNA per lane ; 1% agarose gel

Restriction enzyme

Expected size of fragment

, 1 x TAE Buffer

Spe | 7.1 kbp
EcoR 1 25,46 kbp
Spe I + EcoR ] 0.6, 2.5, 4.0 kbp
kbp

kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence — A

CMV-Forward

Sequence - B

SP6

Sequence - C

Sequence - D

APPROVED BY :

http://dna.brc.riken jp/index.html



Applied

06373_06373_A3Ir_CMV-Foward_G11_20 Inst Model/Name 3500/3500 Instrument
Biosystems
06373_06373_A3Ir_CMV-Foward QOct 04,2013 12:33PM, JST
SIN G:22 A:18 T:13 C:12 pEimernamek: ONY. Forwand KB_3500_POP7_BDTv3.mob Oct 04,2013 01:00PM, JST
KB.bcp Pts 1273 to 13055 Pk1 Loc:1250 Spacing:11.42 Pts/Panel1350
KB 1.4.1.8 Cap:20 5"GCACCAAAATCAACGGGACTT3' Version5.4 HiSQV Bases: 1032 Plate Name: 20131004_mix
GT FATCACCTECLECCE ¢CC T TG AC (L TGCGGECGE GTAEGCE TGTACGGTG GGAGGTCTATATAAGCAGAGC TCTCTG GC TAACTAG AGAACCCACTGCTTACTGGCTTAT
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TTAATACGACTCACTATAGC GG AGATC CAAG CTG TCACCETOGACIACAAGGACGATGACGATAAGGCGGCC 3 . AGCCECOE ACECCBLD 6T
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CAGCGAGCCAGGCAGCAGCGGCGCGGACGCGGCCGCCGGLCTCCAGGGAGACCCCGCLTG CCAGGAATCCGCCCGCARGAGCGAGCCGCCTGCCCCGGTGLCGCAGACAGAGCT

231 241 251 261 i 281 291 301 F1:1, 321 331
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TCCAGCACCAGCAGAGGTATCTCAGT G G O CATACATE TCAI] TTG TTATT CEATGE GATC TG TEGAG ACATL TCATCAGG TCECATTATGGEGTGTC
341 351 361 R 381 391 401 FiE i 421 431 441 451
1390
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TTACATGTG GGCTGC CGGGCTTTTTCAGGAG ANCTCAGCAT GC TGECACE TACTE ETETCETE BTG CTGTTTGATTGAT GG CCAGT G CCGCTGI(
461 471 481 491 501 511 521 530 541 R 561
1390
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! CAETGCTCGATTACAG TEOCTTGCGLCGTAGGGATGTC TC GAGATECTGT ! TTTGCCCGAARTGTC : GCAG AGAGACAGC TTGTATGCAG GTACAG
Sl 581 591 601 611 621 631 641 651 661 671
1390
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Applied

Biosvstems 06373_06373_A3Ir_Sp6_H11_23 Inst Model/Name 3500/3500 Instrument
y 06373_06373_A3Ir_Sp6 Oct 04,2013 12:33PM, JST
SIN G:26 A:19 T:23 C:14 pilties wame B 8bg KB_3500_POP7_BDTv3.mob Oct 04,2013 01:00PM, JST
KB.bcp . Pts 1289 to 13046 Pk1 Loc:1266 Spacing:11.65 Pts/Panel1350
KB1418 Cap:23 5"ATTTAGGTGACACTATAG-3' version 5.4 HiSQV Bases: 628 Plate Name: 20131004 _mix
_ Eh B iy A TGCANG € TeG I ECC. TTIEC CEA TC TTTGCAT TGCTGGCTC T THETE GTG @ E Te I TE T AT TGG~AGG TG O%ﬁmﬁ c TGTCTGGGTA!
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FATTGETTIT TGCEATTA GCTITTCTGTATEST CGTC CACAT GGCTCTT TGTAGRCACCTTGCATATT GG T TAGCTATTCCAT T CTCGGTG AT T ET TEITET
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.GGFCGTGTTG GAGCE TAGCE T'GAARAT TTT CTETTGEAG TTTTTECAATT TTTACCTT TTCTTGEAGCCA IG .GCGATCTGCTGACATCAGTAC TGCAGA: T TGC
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TTCATCTTCAGTCAGGTGCATAG CATAF CTerT T TEE ol i CAC AGCT T GTCTTCAE EGT GGATTTG G nmqﬂmmmmﬁqmmn TAE T TECCAT
343 349 355 361 367 373 379 385 391 397 403 409 415 421 427 433 439 445 451
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: TACACGGTGTTGTTCTGAGAGTCAF GGCACGGC ACATTCTGAT ACACCACCTETA GAG CCTGCTIT TTAG CCACRA AT TTCGATCEATTTTEACACAGT TCCAT
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TCCATCAAT GCEGTTTGG ¢ ACT CCACIA CATACTGEGTATAGECTTET 51 TTTT GETGGCACAC TTC CCACATCACC TC CCEG CTGCTTCET T TTGATACGT TCTIC TT
571 577 583 589 595 601 607 613 619 625 631 637 043 649 655 661 667 673 679
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