Gene Engineering Division
RIKEN BioResource Center

ﬁ RIKEN DNA BANK clone name : pCMFlag_ hsXBP1

@ Clone ID . RDB 06272

@ Lot 3 06272 _ A3Ir

@ DNA Concentration . 25 nanogram/microliter

@® Volume : 40 microgram

@® Form P DNA solution in TE buffer

@® Host : DH5 o

@ Culture . LB medium

@ Antibiotics . 100 microgram/ml Ampicillin

@ Purification - QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
L
(NEB#N3200L), applied by bb27x
125 ng/well

(kb)
10.0
8.0
40

3.0

15
1.2
1.0

Erectrophoresis : Srl nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme Expected size of fragment
Spe | : 6.3 kbp
EcoR 1 2 1.7, 46 kbp
Spe I+ EcoR I ; 06, 1.7, 40 kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name Primer name
Sequence — A CMV-Forward
Sequence — B SP6

Sequence — C

Sequence — D

APPROVED BY :

http://dna.brc.riken jp/index.html



Applied 06272_06272_A3Ir_CMV-Foward_C11_08 Inst Model/Name 3500/3500 Instrument

 Biosystems 06272_06272_A3Ir_CMV-Foward Oct 04,2013 12:33PM, JST

SIN G:128 A:89 T:62 C:62 primer name A : CMV_Forward KB_3500_POP7_BDTv3.mob Oct 04,2013 01:00PM, JST
KB.bcp Pts 1280 to 12999 Pk1 Loc:1257 Spacing:11.49 Pts/Panel1350
KB1.4.18 Caps8 5'-GCACCAAAATCAACGGGACTT-3' version 54 HiSQV Bases: 1029 Plate Name: 20131004_mix
TC T TS ICEGE CCEEAT TG F€GC TGGGCGGIAGGCGTGTACGGTGGG AGGTCTATAT GCAGAGCTCTCTGGCTI CTIAG AG CCECAECTGETTACTGG ETTAT(

1 10 19 28 37 46 55 64 73 82 100 108

- octgandybptiibisn bl ndidi

TACGACTCACTATAGGGAG ACCC GCTG T'TE Oﬂfzwm CTAC GG ACGATGACGATAAGGCGGCCIGTGGTGGTGGCAGCCGCGCCGAARCCCGGCLCGRC
118 127 136 145 EcoRT 154 163FLAG . 172 181 Zaﬁ 190 199 208 217
mw_.? :v . P “p¥imey (XBP1: NM_ QOﬂowO,wv
1172 /_mzof
% zé%%%s??é
GGGACCLCCT GTTCTGCTTICTGTCGGGGCAGCCCGCCTICCGECGCCGGAGCTCLCCGGEGCCEGECCAGECCCTGCCGETCATGGTGCCAGCCCAGAGAGGGGC CAGCCCGGAGEE
226 235 244 253 262 271 280 289 298 307 316 325 334
1472
586 ——
0
CCGAGCGGGEGGGCTGCCCCAGGCGCEC GCGACAGCGCCTCACGCACCTGAGCCCCGAGGAG GGCGCTGAGGAGG CTG CAGAGTAGCAGCTCAGACTGCCAG
343 352 361 370 379 388 397 406 433 442
1172
N %5;%?5%%%?
0
TEE GGCTCGAATGAGT GAGCT GGAACAGCAAGTGGT T ET TTTEET TCAGCTTT TACGAGA G CTCATGGCC
451 460 459 478 487 496 505 514 523 532 541 550 559
1172
. ?éé%@%g%
P TGTAGTTGAGAACCAGG AGTTAAGACAGCGC TTGGGGATGGATGCCCTGGTTGC TGAAGAGGAGGCEE GGGGAAT GRAGTGAGECCAGTGGCCGGGTCTGC
568 577 586 595 604 613 622 631 640 549 658 667
1172

z L O Yo o oo
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~Applied

272_06272_A3Ir_Sp6_D11_11 Inst Model/Name 3500/3500 Instrument
) Biosystems 06272_06272_A3lr_Sp6_D11_
y 06272_06272_A3Ir_Sp6 Oct 04,2013 12:33PM, JST
SIN G:62 A:32 T:38 C:32 primer heme BSPa KB_3500_POP7_BDTv3.mob Oct 04,2013 01:00PM, JST
KB.bcp Pts 1328 to 13105 Pk1 Loc:1305 Spacing:11.47 Pts/Panel1350
KB1.4.1.8 Cap:11 5-ATTTAGGTGACACTATAG-3' version 54 HiSQV Bases: 1053 Plate Name: 20131004 _mix
_ CC:iT:T MCCATCC TCG IGCG G ﬁwm,ljm TT(ATT TGGCTTCCAGC TTGIGCTG ATGACGTCCCCAC TG ACAGAG GGG .GGCTGGT GG CTGGGTCCTTCTGGGTAG
& 11 21 WEV 31 R-primey 41 51 61 71 81 91 101 111
005080,3)
1294 yector > ‘msevt Oﬁwﬁ NM-
o ngégﬁ
0
CCTCTGGGAGCTCCTECAGGCTGGCAGGLCTCTGGGG GGGCATTTG G CATGACTGGGTCC TTGTCCAG TGC CC CAGGATATCAGACTETG TE TG G
121 131 141 151 161 17; 191 201 240 221
1294
647
0 , VY S
GTC TACCGCCAG TCCATGGGGAGATGTTCTGGAGGGGTGAC CTEGGCCTECACC TOGC TG LCAGAG S TOGCAC G TAGTC TGAGTGC TGCGGACTCAGCAGACCCGGCL
231 241 251 261 Zal 281 291 301 311 321 331
1294
0 | | |
Er G e Y CACT TEAT TECCET PEECTTCC GO TCETER TEAGE CEAGGGEGLCATCECATCE CE GCGEGCTGTECT CTEE TeE' I TETE (1 GGCCATGAGTTTTCTCTEC
341 351 361 371 381 391 401 411 421 431 441 451
1294
0 / |V » » — » \ \
GT GCTEATTTTCTAGE GIITT P TYSGCTTCTETTCTT TC TACCAC TIG O TG T TCCA GO T CAC PCATTC BAGEC T TCTTTCGATETCTEGCAGTETGAGCTRCT
461 471 481 491 501 511 521, 531 541 551 561
1294
647
0 <<<<
STCTETTTTITCA GITT ETC CTCRGE GEET'TE.T ICGGGGCTCAGGTGCGTG Gmnmnqmaomnqhmnmnmnn CEGECAGCC ECCCETTEGE TGE CTCLC GEGE TG EC
571 581 591 601 611 621 631 641 651 661 671
1294
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