P Gene Engineering Division
RIKEN BioResource Center

P. RIKEN DNA BANK clone name : pET_HisFLAG—hsJDP2

RIKZH
B RC

@ Clone ID : RDB _ 06215

® Lot : 06215 _ A6Jb

@® DNA Concentration g 25 nanogram/microliter

@ Volume : 40 microliter

@ Form : DNA solution in TE buffer

@ Host : DH5 alpha

@ Culture - LB medium

@ Antibiotics : 100 microgram/ml Ampicillin

@ Purification ” QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme
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Erectrophoresis : 100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
Bglll : 6.2 kbp
EcoRV : 42,20 kbp
kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name Primer name Sequence name Primer name
Sequence — A pBR322 BamHI_R2 Sequence — E -
Sequence — B laclpro_F Sequence — F -
Sequence - C - Sequence - G - Ve
Sequence — D = Sequence — H - . :

APPROVED BY :

http://dna.brc.riken jp/index.html



» Applied

W_Ow<m.nmam 06215_06215_A6Jb_3_pBR322BamHI|_R2_C02_03_ABI08 Inst Model/Name 3500/3500 Instrument
06215_06215_ABJb_3_pBR322BamHI_R2 Oct 19,2016 12:39PM, PDT
KB.bcp , _ Pts 1403 to 13183 Pk1 Loc:1380 Spacing:11.83 Pts/Panel1350
KB1418 Cap3 5-ATGTCGGCGATATAGGCGC-3 Version 6.0 HiSQV Bases: 982 Plate Name: 20161019_dnabank
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%ﬁ.ﬁm.w mrmwﬂ_%nmam 06215_06215_A6Jb_3_pBR322BamHI_R2_C02_03_ABIO8 Inst Model/Name 3500/3500 Instrument
06215_06215_A6Jb_3_pBR322BamHI_R2 Oct 19,2016 12:39PM, PDT
SIN G:61 A:63 T:65 C:75 KB_3500_POP7_BDTv3.mob Oct 19,2016 01:05PM, PDT
KB.bcp Pts 1403 to 13183 Pk1 Loc:1380 Spacing:11.83 Pts/Panel1350
KB 1418 Cap3 Version 6.0 HiSQV Bases: 982 Plate Name: 20161019_dnabank
GAAC GTCGCAGCAGCCCGATGC CC GGAACA AGAAGARGGAGCGCACG GAGT TTCTGCAGCE GG AATCCGAGCGGC TG GAACTCATGAACGCAGAGCTG A 2G ACCC A4
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2 Applied
@@ w_0m<m.nm=._m 06215_06215_A6Jb_3_laclpro_F_B07_02_ABIO8 Inst Model/Name 3500/3500 Instrument

06215_06215_A6Jb_3_laclpro_F Oct 18,2016 08:16PM, PDT
S/IN G:107 A:127 T:156 C:142 primer name m . laclpro_F KB_3500_POP7_BDTv3.mob Oct 18,2016 08:41PM, PDT
KB.bep 5. GACACCATCGAATGGCGC -3'  Pts 1402 to 13257 Pk1 Loc:1379 Spacing:11.96 Pts/Panel1350
KB 1.4.1.8 Cap:2 Version 6.0 HiSQV Bases: 977 Plate Name: 20161018_dnabank
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' Applied
p@ Biosystems 06215_06215_A6Jb_3_laclpro_F_B07_02_ABI08 Inst Model/Name 3500/3500 Instrument

06215_06215_A6Jb_3_laclpro_F Oct 18,2016 08:16PM, PDT
S/IN G:107 A:127 T:156 C:142 KB_3500_POP7_BDTv3.mob Oct 18,2016 08:41PM, PDT
KB.bcp Pts 1402 to 13257 Pk1 Loc:1379 Spacing:11.96 Pts/Panel1350
KB1.4.1.8 Cap:2 Version 6.0 HiSQV Bases: 977 Plate Name: 20161018_dnabank
TTCAGCCGCATAGCGGAACGGGALAGGC CACTGGAGTGCCATGTCCGGT TTTCAACARAACCATGCAALTGCTGAAT GAGGGCATCGT TCCCACTGCG ATGCTGGTTGC
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