P Gene Engineering Division
RIKEN BioResource Center

P. RIKEN DNA BANK clone name : pcDNA3 FLAG hATF2 WT

RIKZH
BRC

@ Cione ID RDB _ 06038

® Lot - 06038 _A6Cu

@ DNA Concentration 25 nanogram/microliter

@ Volume : 40 microliter

@ Form z DNA solution in TE buffer

@ Host . DH5 alpha

@ Culture LB medium

@ Antibiotics : 100 microgram/ml Ampicillin

@ Purification QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme
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Erectrophoresis : 81 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme Expected size of fragment

Notl : 7.0 kbp
BamHI 54,1.6 kbp
kbp

kbp

kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Seguence name

Primer name

Sequence — A CMV-Forward Sequence — E -
Sequence — B BGH_rev2 Sequence — F -
Sequence — C SV40pro_F Sequence - G -

Sequence - D

Sequence — H
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. Applied

'Bi Ou<mﬁm_.:m 06038_06038_A6Cu_1_CMV-Forward_A04_01 Inst Model/Name 3500/3500 Instrument
06038_06038_A6Cu_1_CMV-Forward Apr 06,2016 11:50AM, JST
SIN G:274 A:470 T:401 C:761 primer name T/.. CMV-Forward KB_3500_POP7_BDTv3.mob >_u._.om_MO._m._N_‘_mU_<__ JST
B 1ads Capt - GCACCAMMATCARCGBBACTT-3 28 ™ e Bases 1011 | Pl o 20160406, dnabank
G TCAC TC GCCCATTG ACECA ATG G GCGGTAG GCGTGTACG GTGGGAGGTCTATATAAGCAGAGCT|CTC TG GCTAACTAG AGAACCCACTGC TTACTG GCTTAT(
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GTGGCCAGCGTTTTACCH CGAGGATCATTTGGCTGTCCATA! LACATGAGATGACACTG 3 TTTGGTCCAGCACGTAATGACAGTGTCATTGTGGCTGATCAGACC
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1178 CoRT Hind T
GCCTCTAGATTTATCCCCTCTTGCAACACCTATC TTGAGGAGCCTTCTGTTGTAGAAACAAC TCACCAGGATAGTCCTT TACCTCACCCAGAGT CT 2
559 568 577 586 595 604 613 622 631 640 649 658 6
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Bi Om<mﬁm:.._m 06038_06038_A6Cu_1_CMV-Forward_A04_01 Inst Model/Name 3500/3500 Instrument
06038_06038_A6Cu_1_CMV-Forward Apr 06,2016 11:50AM, JST
S/IN G:274 A:470 T:401 C:761 KB_3500_POP7_BDTv3.mob Apr 06,2016 12:16PM, JST
KB.bcp Pts 1384 to 13035 Pk1 Loc:1361 Spacing:11.62 Pts/Panel1350
KB14.1.8 Cap:1 Version 6.0 HiSQV Bases: 1011 Plate Name: 20160406_dnabank
CTACCAG TGAT GAGAAGGAAGTACCAT TG GCAG CIT/GICA CAGC DCARATEAG OTAT THT TC GTCCABEATCAT TACAGCT TECCAATETE GTGE TTACAAG T7 ¢
67 676 685 694 703 712 721 730 739 748 757 766
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Applied

Bi osystems 06038_06038_A6Cu_1_BGH_rev2_B04_04 Inst Model/Name 3500/3500 Instrument
06038_06038_A6Cu_1_BGH_rev2 Apr 06,2016 11:50AM, JST
SIN G:573 A:643 T:661 C:808 primer name g : BGH_rev2 KB_3500_POP7_BDTv3.mob Apr 06,2016 12:16PM, JST
KB.bcp . _ Pts 1389 to 13160 Pk1 Loc:1366 Spacing:11.53 Pts/Panel1350
KB 1.4.1.8 Cap4 5'- TATTAGGAAAGGACAGTGGG -3 Version 6.0 HiSQV Bases: 995 Plate Name: 20160406_dnabank
CATCG G T GT GCICGE GGG G iG CAACAG ATG GC TGGCAACTA G AAG GCACAG|TCGAGGC TGATCAGCGAGCTCTAGCATTTAGGTGACAC TATAGAATA
T 10 8 57 16 64 73 82 91 100 T
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iGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGG ATCG GG 2TC CTTCCTGAGGGCTGTGACTG GG AGG GGAGCCAT CGATCTGTGAAAGAGCAGG(
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CTCTGTACTCTGGTCCGCCATCTGGGTGAGGACTG GTGGCTACAGCTTCTGCCTTGGAGGTTG CTGCACTCCAT TG GATGTGCTGACCGAACT ATGCTGTATAGCTTCTGT
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TGTGGACTACTCGGCACTG TGTCTTCTGAACTATCAT CT TTATCAG CAGTATGATAGCCAGATTTCTTCTGCATGGC GG T TACAGGG CAATCT TTATGAGCCAG G C
334 343 352 361 370 379 388 397 406 415 424 433 442
1162
581 ’ »
0 | |
sCTGTTITCAGC TG TG CEACT TCATTTETCAGCAGGETGACTTCAETE TGEAGCTGACEECGATTT T G ETC GTCTTCAGE TT TET TS TETI GACTG CECAG AETTTE
451 460 469 478 487 496 505 514 523 532 541 550 5
1162 PoeT
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0 A / il A
CTTTTTTGITCGGCATCTT G GCTGC TEGCTCTATTTCGETCE'T CCTTTCTCSGTTTTTTCATEAGGATCT TE GT TAGCTEBLCTETTCTCCGACGACCAGTTETACTTTG
59 568 577 586 595 moﬁy 613 622 631 640 649 658 667
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m_0u<m4.m=._m 06038_06038_A6Cu_1_BGH_rev2_B04_04 Inst Model/Name 3500/3500 Instrument
06038_06038_A6Cu_1_BGH_rev2 Apr 06,2016 11:50AM, JST
S/N G:573 A:643 T:661 C:808 KB_3500_POP7_BDTv3.mob Apr 06,2016 12:16PM, JST
KB.bcp Pts 1389 to 13160 Pk1 Loc:1366 Spacing:11.53 Pts/Panel1350
KB1.4.18 Cap:4 Version 6.0 HiSQV Bases: 995 Plate Name: 20160406_dnabank
GGTCTGTGGAGTTGTGT GAGCTGG AGAAGCCGGAGT TTCTGTAGT GGATGTGGCTGGCTGT TG TAAT GACTGCG GTCGAGAT TCCTCTGACTGAGTCCTAACCAATC |
676 685 694 703 712 721 730 739 748 757 766 775
1162
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ZGCTACCATGACCTTTGACAGTATCACCATTGGTAACTG GAGGATGTTGC TGGG TCAAAGCAGCTTTTAATCTCAT T TTTGCTTCTGACTG TACTGGTTG GGG
784 793 802 811 820 829 838 847 856 865 874
1162
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Applied

W_Om<w.nm_,:m 06038_06038_A6Cu_1_SV40pro_F_C04_07 Inst Model/Name 3500/3500 Instrument
06038_06038_A6Cu_1_SV40pro_F Apr 06,2016 11:50AM, JST
SIN G:152 A-128 T:143 C:187 primer name G SV40pro_F KB_3500_POP7_BDTv3.mob Apr 06,2016 12:16PM, JST
KB.bcp 5-TATTTATGCAGAGGCCGAGG-3' Pts 1352 to 12968 Pk1 Loc:1329 Spacing:11.51 Pts/Panel1350
KB 14.1.8 Cap:7 B Version 6.0 HiSQV Bases: 1016 Plate Name: 20160406_dnabank
€ C1T ¢ TCCCT TEEE (G'A GTIAGT GAGG G CETTITITGEAGGCCTAG GCTT T TG CAR GCTCCCGGGE AGCTTGTATAT CCAT T TTCGGATCT GATCAAG AG ACAGE AT
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GAGGATCGTTT CGCE .H TTGEA GATGG AT TGCACGCAGGTTCTCCGGCCGC TTGGGTGGAGAGGC TATTC GGCTATGACTGGGCAC CAGAC T CEGE TECTCT:G
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TGCCGCCGETGTTCC GGCTGTCAGCGCAGGGGUGCCCGGTTCTTTTTGTCAARAGACCGACCTGTCCGGTGCCCTG TGAACTGCAGGACGAGGCAGCGCGGCTATCGTGGC TGGC
26 235 244 253 262 271 280 289 298 307 316 325 334
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0
CACGACGGGCGTTCCTTG CGCAGCTGTGCTCGACG TTGTCACTGAAGCG GGAAGGGACTGGE TGCTAT TGGGCE AAGTGCE GGGGCAG GATCTCCTGTCATCTCACC TTGCTC Y

343 352 361 370 379 388 397 406 415 424 433 442 451
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JTGCCGAGAAARGTATCCATCATGGECTGATGCAATGC GGCG GCTGCATACGC T TEATCCGGC TACCTGCCCATTCGACCAC CAAGCG CATCGCATCG AGC GAGCACGTACT

460 469 478 &mq. 4596 505 514 523 532 541 550 559

- ool i |

CGGATGG GCCGGTCTTGTCGATCAGG ATGATCTGGACGAAGAGCATCAGGGEGCTCGCGCCAGL CG CTETTOCGCCAGECTE GGCGCGCATGCCCGACGGCG AGG
568 5T 586 595 604 613 622 631 640 649 658 667 6
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m_0m<m.~m=._m 06038_06038_A6Cu_1_SV40pro_F_C04_07 Inst Model/Name 3500/3500 Instrument
06038_06038_A6Cu_1_SV40pro_F Apr 06,2016 11:50AM, JST
S/IN G:152 A:128 T:143 C.187 KB_3500_POP7_BDTv3.mob Apr 06,2016 12:16PM, JST
KB.bcp Pts 1352 to 12968 Pk1 Loc:1329 Spacing:11.51 Pts/Panel1350
KB 14.1.8 Cap7 Version 6.0 HiSQV Bases: 1016 Plate Name: 20160406_dnabank
TCTCGTCGTGACCCATGGCGATGCCTGCTTGCCGAATATCAT G GT GG TGGECCEE TTTT GTGCATTCAT CE ACTGE T GECGC GCTRGETECTGGEG GALCE GC TATC

76 685 694 703 712 721 730 739 748 e 766 775
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GGACATAGCGTTGGCTACCCGTGATATTGCTGAAGAGCTTG GCGGCGAATGGGCTG ACCGC TTCC TCGTGCTTTACGGTATCGCCGCTCCCGATTCGCAGCGC
784 793 802 811 820 829 838 847 856 865 874 883

TCGCCTTC T -TCGCCTTCTTG CG GTTCTTCIG JGCGGG ~CTC TGGGGRET TCG ATG ACCGACCAAG CGABEBCCC CC TGCCATCACGCS T T
892 901 910 919, v 928 937 946 955 964 9 982
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TCGATTCCACCGCCGCCTTC TATGARA GEIITGGGC TTCGG 22 TCGTTTTCC GGG AC G CCC GG C T CG TG ATCCC TCC AG C6 G G {

991 1000 1009 1018 1027 1036 1045 1054 106

1026
513
0

3 TC TC ATG C TGG G TTCTT CG TCCC cc cc cC T G T G CC TT T T GG G T T o

1090

1026
513
0
1026
513
0 S ———

Printed-er Wed Apr 06,2016 01:54PM, JST Electropherogram Data Page 2 of 2



