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clone name : pKM2L-phLCK

BRC

@® Clone ID

® Lot

@ DNA Concentration
@ Volume

® Form

@® Host

@ Culture

@ Antibiotics

@ Purification

RDB _ 05892

05892 _ A4Kr

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

25 microgram/ml kanamycin

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well
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Restriction enzyme

Expected size of fragment

40  nanogram DNA per lane ; 1% agarose gel , | x TAE Buffer

7 kbp

7.1 kbp

Sall + Spel 42 29 kbp
44,27 kbp

kbp

@ Confirmation of the insertion sequence

Sequence name |

Primer name

Sequence — A

M13 -40

Sequence — B

phRLR2

Sequence - C

Sequence — D

APPROVED BY :

http://dna.bre.rikenjp/index.html



_Applied

w_0m<m.nm3m 05892_05892_A4Kr_1_M13(-40)_A06_03 Inst Model/Name 3500/3500 Instrument
05892_05892_A4Kr_1_M13(-40) Dec 02,2014 02:09PM, JST
SING:15 A:15T:12 C:14 primer name A M13_-40 KB_3500_POP7_BDTv3.mob Dec 02,2014 02:35PM, JST
KB.bcp i Pts 1385 to 13558 Pk1 Loc:1362 Spacing:11.9 Pts/Panel1350
KB1418 Cap3 5-GTTTTCCCAGTCACGACGTTGTAS |\ in54 HISQV Bases: 997 Plate Name: 20141202_mix_2
T2GG CECGLCGECCGTTCAIGIWT 1GCATGCC'CGCAGG TCAT T1 T GGG :T CLGGGT TG HH. WCATCTCG OOHOA GCTTC(ACATATGCATGCACTAGTG GC|TG {

1 11 21 3l 41 51 61 71 , - 101 T, . L1

Bgl T Xhol I:%SR NdeT Spel

—

3ATGGACCAAGCCTGTCACCTGCACCAGG AGC TGC TGGATGAGGCCGAGC TGGAGCTGGAGCTGGAGCCCGGGGCCGEGGCCTAGCCCTGGCCCCGCTGCIGCGGCACCTGGGC
131 141 151 161 171 181 191 201 211 221 231

F-primer S lck protem Tyrosne Kinage (9p8T; ALIAE.50, 24013 )
ﬁiﬂaiﬁsawﬁg?d&ﬂu

E::E.:raa:::EE::EE,i:::::::::::::é oottt

CTCACGCGCATGAACATCA GCGCCCGGCGCTTCACCCTCTGCTGAGGAACACCTG IGCCCCLCCG ACTCCLCCGCCLCCCTCTCCC TGCCGCT TECCL TG ECT GCLOT GGG

1278

241 751 261 271 281 291 301 311 321, 331 341
1278
ggg%g%g |
CC A GGG GTGCCC CAGAGGCACCAGL TCCTE G LG GGG GAGGAGGAACAT TCAGGTTTCTGAGAGE TG TLEE GAGTGCA: CEECAGCATCETCTT T EC TETGE T
351 361 271 381 391 401 411 421 431 441 451 461
EcoRT
1278
639
VAN
6 A
GACCCAGCTGGGAGGGGGAGGAGGAGGAGC TCACACCCTCAL ETECTE T COCTTTCTC TG GEGT TCCCATC AAGG TCTCTTGCAGTCEGT T TATTCAGGCCC GGCCGC
471 481 491 501 511 521 B3] 541 551 561 571
1278
639
5 ég%(zz%;zééé@é@%&%@%%éié?%?%é@%&?
TATCT G PGET G TG TEAC TG EGACCACEC TAGT TCACTG CAGBCCCATG GGAGGTGACTTAG GT TTE GECTCETG T GCAG TCTGAGAGACATGGGTT(
581 591 601 611 621 631 641 651 661 671 681
y ]
Pscl Neeol
1278
639
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» Biosvstems 05892_05892_A4Kr_1_phRLR2_D06_12 Inst Model/Name 3500/3500 Instrument
syst 05892_05892_A4Kr_1_phRLR2 Dec 02,2014 02:09PM, JST
SIN G:32 A:25 T:19 C:28 Primer  : phRLR2 KB_3500_POP7_BDTv3.mob Dec 02,2014 02:35PM, JST
KB.bcp Pts 1340 to 15381 Pk1 Loc:1317 Spacing:13.47 Pts/Panel1350
5'-CCAATAG AAA -3
KB 1.4.1.8 Cap:12 GIACCTARCAS CEE-S Version 5.4 HiSQV Bases: 858 Plate Name: 20141202_mix_2
EGCC 66 GGBA T G C GGC GAGECIC CG T T6 CAGCICAG TTICIATTGE ICTCL'T TZA2CCTG TCTTE 1AICET TG ATACTTAC/C TG CCCAG TG CCTCACGACCAACTTE]
1 10 19 28 37 46 55 64 73 82 91 100 10
ﬁS,:\Sm.\/_O —
1080 Tuntvon
540 . * \ —
0 W A —
0 N e Yo Vo) A ANl ML i
GCAGTACCCGGG TG 2ATTCTACGCGICGACAGGCLACATGG TCCTCCTGGCCTAACCTGGCTGCCTGGACAGTC TCAGC TCCCTTCGCCGTCGTAGCCACCACCTGTCTCCCCY
9 118 127 = I3% 145 - mssal 163 172 181 190 199 208 Zak)
Poc L Rl alal ST L5 (ppeT; AL12(991 50, 2492(C) — )
1080
540

0 | \

5CGCCCACG TCCCACCCTGACTTCCTGCCTCCTCCGGAGGGCTICCGCAGCC CCGGGECCCCAGCAGCCC CCACAACCCTCTAGCACGECC GCTTCCTGCCACCATAGACC

206 235 244 253 262 271 280 289 298 307 316 325 334 |
i
nd TL

1080 t
540 —
0 .

CCTGCCTCTCAGCCCCTEGGEGTCCCCTACATC TCCAGACCAGG TCCATCTTCCCCTACTGTCCCAGGG TGACACTGGGAGGTTT GTTGAGGGGAGGATGTICTGATAGH

343 352 361 370 379 388 397 406 415 424 433 442

1080

- 00 0 o A

CCCTCCETTCTCCCCTECAGEGTGCATC TG GG GAGATTC GGGCAGCCTTTGGGCCCAGTGAGCAGGGGGC GCGGACACACACTCAGCTTATGEGTGAGAGEC

451 460 469 478 487 496 505 514 523 532 541 550 559
1080
540 /
o AW W AV e e A M MM
GCACCTCAGCACCACCGT TEC AGCT GAGAGACCCTT TTETTTCTGTE TGGLA GC GGIAGCATCG TICAGAGTCAGAGGAGAGGEC TATC EETGTT TLGCTGGTGAGC
568 577 586 585 604 613 622 631 640 649 658 667 676
1080
540
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