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RIKEN DNA BANK

clone name : pKMZL—phCYC/-“

@ Clone ID
@® Lot

® DNA Concentration

RDB _ 05482

05482 _ A3L9

25 nanogram/microliter

@® Volume 40 microgram

® Form DNA solution in TE buffer
@ Host DHS &

@ Culture LB medium

[ ] Antibiotics 25 microgram/ml kanamycin

@ Purification

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

(kb)
10.0
8.0
40
3.0

1.5
1.2
1.0

Erectrophoresis : L7LEj nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme

Expected size of fragment

Bgl II 5.5 kbp
Sal | 5.5 kbp

Bgl Il + Sal I 13,42 kbp
Nco | 0.6, 4.9 kbp
kbp

@ Confirmation of the insertion sequence

Sequence name Primer name

Sequence — A M13_-40

phRLR2

Sequence — B

Sequence - C

Sequence — D

APPROVED BY :

http://dna.brc.riken jp/index.html



Applied

05482_05482-A3L9_3_M13(-40)_E09_15
Biosyste - = ==
ysrems 05482_05482-A3L9_3_M13(-40)
S/N G:185 A:133 T:107 C:155 KB_3500_POP7_BDTv3.mob

in A:M13_-40
PRISERRAINE 3 Pts 1363 to 13494 Pk1 Loc:1340
KB1418 Cap:15 5-GTTTTCCCAGTCACCACGTTGTA3  Version 5.4 HiSQV Bases: 1001

KB.bcp

Inst Model/Name 3500/3500 Instrument
Dec 12,2013 11:09AM, JST

Dec 12,2013 11:36AM, JST
Spacing:11.89 Pts/Panel1350

Plate Name: 20131212_mix

ﬁ CEG (CG G (CAGEC TIGCATEGCCTGAGGTCEIETTT TAGG GET CAGGGT TG AT T GATCTCGAGCETCT
i il 21 3L 41 51 @HW_W il
L Xhol Sacl

1088 \
544

0 il L ) I \ _ :

GCTTCACATAT

" Nde!

GCATGCACTAGTGGCICAGACTATAG

L Gl phellf]
émi,ﬁz

F - primer 111

> ._3 ert

0 \

CATTG GT T ETGTET GT GEATATATACAT AT AT T TT'T g ACTTC GATTATT TCACC TG GCTTGTCAGTCACCTATGCAGGCGTECTGAGCCLCECEGEGEGTTTCC G
1.2 O%Qﬁ 131 141 151 161 175l 181 191 201 21 221
AF 443,14
1088
544
0
GACCCCECCE TATAAGGACCCCAGEE AC TEC TCTCC CCAC GCGGECGGGELCCGCEC GCEEGGECCCC GCCCGGAGAGCTEECACCGACCELCCTE G T CEE GEECEAGCTC
231 241 2587, 261 271 281 291 301 311 121 331
1088
544
0
PETCGCCCECET TCET TCCTETTECTEG GECACAATC TTEGGCTTTCCCGGECCGGEGC T TCACGE GT TG CRCAGGAGCCCGCGGEGGGARGACCTCTCGTGGGGACCTCGAGCACC
341 351 361 371 381 391 401 47171 421 431 441 &er
G
1088
544

CGTGCGACCCT TCCCCACATCTCCTCTGCCGCCTCGCAGGCCACATGCACCGGE AGCCGGEGEGGGGCAGGCGLCGGCCCGCL
461 471 481 491 501 511 521 331

1088

544
0 — \

GGACCCECCGCGRTGGAGACGC cCacC
541

551 561

Vi

TGCCGCGACTGCACTTGGGGCAGCCCCGCCGCGTCCCAGCCGCCICCCGGCAGRG!
Gk 581 591 601 611

GCGTAGGTGTGTG

621 631 641

1088
544

Lo (

M\

[y VY [\

GCCGACCCGGAGCGAGCCGCGCCCTCGGGCCAGCGTGGGE
651

661 671

(3 VY
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Applied

i - Model/Name 3500/3500 Instrument
' Biosvstems 05482_05482-A3L9_3_phRLR2_F09_18 Inst
¥ 05482_05482-A3L9_3_phRLR2 Dec 12,2013 11:09AM, JST
S/N G:172 A:100 T:89 C:1 primer name B : phRLR2 KB_3500_POP7_BDTv3.mob Dm..n 12,2013 11:36AM, JST
KB.bcp Pts 1354 to 13436 Pk1 Loc:1331 Spacing:11.81 Pts/Panel1350
KB 1418 Cap:18 5- CCAATAGGTGCCTATCAGAAACGC-3" Version 5.4 HiSQV Bases: 1021 Plate Name: 20131212_mix
CTCCCT G 'C ' CGACAGCCCAG TTTCTIATTG GTCTCCT TAAACCTGTCTTGTAACCT TG ~ATACT TACCTGCCCAG TGCCTCACGACCAACTTCTGCAGTACCCG GG T GaY
1 11 21 31 a1 51 61 71 81 91 101 11
FeoRT
1190 —
595
0 ‘,\IP.);\).,I»O.\“ WO\ . : ! Y+ »b : ’ » |
TTCTACGCGTCGAC TTCCCGTCGTTATCTTTCIATGTGTCCGGAACAACTGGCAAGTGCACTGGAGGATCGCGGTTAAGAGGTGGCCGGCTGGGCGGGECAGGGCGE
i 121 Ehel |131 141 Q - prigeyr 15l 161 171 181 191 201 211 221
Mgl ™ Salt ta) | b CYCAL: BF g p.1
1190 yector ep———>"msert
595

0 \

GGC/iGGGTTGGGCAGEGCCGGGCCGGBGCCGGGCGGGGCAGGGCGGGG AAGGGCAGGGAAGGGCAGGGCACGGAAGGGLCGGGGCGGE G GACC GTGTCGAGGGATTCCAGCC
233 241 251 261 271 281 291 301 311 321 331

1190
595

0 \ \

TGGGAGGCGGCCGGGC TTAGC GAT GCGGCTGAGCTGCCCACCCGCGTCTGTTG TCGGCCAATCAGCGGCGCCCCCGGACCTAGCGGGAGCGTTTCCATGCCGACCGCGGLCAY

341 351 361 371 381 391 401 411 421 431 441 4

1190
585
0

3GCGTGCGCTCTCCGGGGCCGCATC GCCATGGCGACCTGCTCACCTGACTCGCTCCGGGTGGACTCGCCGCGACCCCTGGGCGTTCAGGCCCCTGAGGGCCCAACGGGCGACH

151 461 471 481 491 501 511 521 531 541 551 561
1190
595

0 | A A

3GCCCTCCAGCTCCAGCTGTGCGTCTCCGCCCGGGECGAGGTGGGCECTGACCGCGGCCGTCTGCACACGTCCCCTCTGGTCCGCGCCCCCGGCCTGGG GGGCGGACTCGC(
Gl 581 281 601 611 621 631 641 651 661 671
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0 . /\ A NV Y
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