Gene Engineering Division
RIKEN BioResource Center

F. RIKEN DNA BANK clone name : pAxCALNLhSTAT3(forward)

1K=
R

oz

@ Clone ID : RDB _ 04699

® Lot - 04699 _ AdKb

@ DNA Concentration i 25 nanogram/microliter

@® Volume : 40 microliter

@ Form : DNA solution in TE buffer

@ Host : DH5 alpha

@ Culture : LB medium

@ Antibiotics . 100 microgram/ml Ampicillin

@ Purification : QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well
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Erectrophoresis : 51 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
Clal : 43.0,42,28 kbp
Xhol : 250, 14.0,43,24, 14,12 0.6 kbp
kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name Primer name
Sequence — A pAxCA_F1
Sequence - B pAxCALNL_F1
Sequence — C pAxCA_R1
Sequence - D - \.: y
APPROVED BY : —

http://dna.bre.rikenjp/index.html



> Applied

) Biosystems 04699_04699_A4Kb_15_pAxCA_F1_B04_04 Inst Model/Name 3500/3500 Instrument
04699 04699 _A4Kb_15_pAxCA_F1 Nov 20,2014 01:41PM, JST
S/N G:248 A:169 T:143 C:142 primer name A pAxCA_F1 KB_3500_POP7_BDTv3.mob Nov 20,2014 02:07PM, JST
KB.bcp ; , Pts 1328 to 13081 Pk1 Loc:1305 Spacing:11.61 Pts/Panel1350
KB1.4.1.8 Cap4 5-GGCTTCTGGCGTGTGACCGGE-3 Version 5.4 HiSQV Bases: 1040 Plate Name: 20141120_mix2
CTICCCT G C '"ACA 76 TTHATGEC TTCTTCTTTTICC TACAGCTCE TG GGEC CG TEGCTEGTIATTGTIGCTGTCT CATCATTTTG GE G TTGATT TTC GAGCGAACG!
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N
o Y00 MO N I W AWV YWV TS A VA
TAACTTCGTATAGCATACATTAT GTIATICTICGAGTICGGATTTGATCT TC GAGACAGGATGAGGATCGTTTCGCATGATTG GATTGCACGC]
184 131 141 151 161 i/} 181 191 201 Zmﬁc\d 221
PG
| 1164 _o,?/J o | Yol

5 ::s_:%:saE,,E_E:,_s.;_E::Ei.:::.?::5E::assrs._—s;

GGTTCTCCGGCCGCTTGGGTGGAGAGCGCTATTCGGCTATGACTGGGCAC CAGRACAATCGGUTGCTECTGATGCCGCEGTGT TCCG G TG TCAGECGCAGGGEGGECGCCCEGETTE]
231 241 251 261 271 281 291 301 311 321 331

1164

EEE_,E;E:E_E::.EEE:,..E..._EEEF::.:EE?::.;?::,:_E::.:

TTTTTGTC GACCGACCTGTCCGGTGCCLTG TG CTGCAGGACGAGGCAGCGCGGCTATCGTGGCT GGC CACGACGGGCGTTCCTTGCGCAGCTGIGC TCGACGTTGTCA

341 351 361 37 381 391 401 fall B 421 431 441 45
| 1164
582
p MV A A
CTG GCGGG GGGACTGGCTGC TATTGGGCG GTEGCCGGEEGGCAGGATCTCCTG TCATCTCACCTTGC TCCTGC CGAG VGTATCCATCATGGEGC TEGATGEGE TGCGGCG
ke 461 471 481 491 501 LT K 521 531 541 B5T 561
1164
. gié%égggggéééggggégg
GETGCATACGCTTGATCCGGC TACCTGCCCATTC GACCACE CATCGCATCGAGCGAGCACGTACTCGGATG GCCGGTCTTGTCGATCAGGATGATCTGGA
S 581 591 601 611 621 631 641 651 661 671
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Applied

B 04699 04699 A4Kb_15_pAxCALNL_F1 Nov 20,2014 01:41PM, JST
SIN G:142 A:103 T:77 C:91  primer name @ : pAxCALNL_F1 KB_3500_POP7_BDTv3.mob Nov 20,2014 02:07PM, JST
KB.bcp ’ . Pts 1347 to 13025 Pk1 Loc:1324 Spacing:11.51 Pts/Panel1350
5'-CACTGCATTCTAGTTGTGGTTTGTCC-3
KB 1.4.1.8 Cap:1 | Version 5.4 HiSQV Bases: 784 Plate Name: 20141120_mix2
C G ET I¢ TITATCATGE TCT &G ,H.nm TG CGCGTRATAACT TCGTATAGCATACAT TATAC G GTTATICTC GAGTCGCTCGGTACGATTT TCGAGCACTGTTGGCCT|
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CTGGGT TTCAGCGGTTTCCGGAGCTGCGGCGGCGCAGACTGGGAGGGGGAGCCEGGGEGTTCCGACGTCGCAGCCGAGGEG Gggcce CCGGATCCTGGACAGGCAC

i ! 121 129 137 145 153 161 169 177 185 193 201 209 217 2
NI~ 00350 »
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CCCGGCTTGGCGCTGTCTC TCCCCCTCGGC TCGGAGAGGCCCTTCGGCCTGAGGGAGCCTICGCCGCCCGTCCCCGGECACACGCGCAGCCCCGGCCTCTCGGCCTCTGCCGGAGA]

2] 233 241 249 257 265 273 281 289 297 305 313 321 329 337
1292
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0 bPPPPbP’bbPPPPPFPPDbDbDPDDbPPPbbbb)bbbbbhbbbbbbbbb)bbbbbbbbbbb?bbbbbhb»hhbh;bbrbbbnbi-brvbrbbb)hbbnPrbrbtbbblrb-b
ACAGG GCCC TGG TCAGCTACAGCAGCTTGACACACGGTACCTGGAGCAGC TCCATCAGC TCTACRAGTGACAGCTTCLC TGGAGCTGCGGCAGTTTCTGGCCCC T
3 ﬂ.ﬁh«.ﬁ\ 353 361 369 377 385 393 401 409 417 425 433 441 449
s STATS (N 00315037209~ )
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O ancaldbalitannoasNancoane o PVLVAN Aanonsna\e PN PN FaN PVAVN o A
"G GATTGAGAGTC GATTGGGECATATGCGGC CAGC G TCACATGCCACTTTGGTGTTTCATAATCTCCTGGGAGAGATTGACCAGCAGTATAGC CEGC TTCCTGC G
457 465 473 481 489 497 505 513 521 529 537 545 553 561
1292
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GTCG TGTTCTCTATCAGCAC TC TACG G T GCAGTTTCTTCAGAGCAGGTATCTTGAEG GCCC TGGAGATTGCCCGG ATTGTGGCCCGGTGCCTGTGGY
569 5 585 593 601 609 617 625 633 641 649 657 665 673
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04699 04699_A4Kb_15 pAxCA_R1_C04_07 Inst Model/Name 3500/3500 Instrument
' Biosystems 04699 _04699_A4Kb_15_pAxCA_R1 Nov 20,2014 01:41PM, JST
SIN G:309 A:246 T:183 G178 primer name : pAXCA_R1 KB_3500_POP7_BDTv3.mob Nov 20,2014 02:07PM, JST
KB.bcp . Pts 1301 to 13048 Pk1 Loc:1278 Spacing:11.59 Pts/Panel1350
KB1.4.18 Cap:7 5'-CAGAGGGAAAAAGATCTCAGTGG-3' Version 5.4 HiSQV Bases: 1012 : Plate Name: 20141120_mix2
11G G 1G CATIGC G CIACACCAG CCACfACCTTCTGRATAG GCAGCC TG CACECTGAGGAGTG TTGATTTTCGAGCAC .H_Dq_mmonﬂﬂﬁﬁeﬂﬂﬁqdedﬂqeﬁﬂm GACAG A
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STCTCAGACTGTCGCCCAGGATGGAGTGCAGTGTGCAGTGGTGC TTTTGECECTEACTGLC CCTCCGCCTCTCAGGTT CAARGLCGATTCTCCTGCCTCAGCCTCCCGAGTAGY
121 131 141 151 161 171 181 LG 201 211 221
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TGGGACTIACAGGCGC CCACCACCACACCCAGC TAAT TTTTTGTAC TTT TAGTAGAGACGGGGTTTCACCGTGETTIAGCCAGG TSETCETTEATC TCCT GACETTATGATECGE EY
231 241 257 261 271 281 291 301 311 321 331
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I'EG6E BETCEE GT G TGGGATTACAGGEGTGAGCCACCATECCL GGC TG TT BETTTE TT : : GEETATGCTGATACAG TS T TTITT TGECETTT TTGTTAT
341 351 361 371 381 391 401 411 421 431 441 451
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TR TT R CTT by ol G CCTAGGGCTT TAGTCCTATCTTCTATT TGGATGTCAGCAAGGTT ; GT GC TGCCAGGAGTATGTAGCTATAGGTGGCCTGTG!
461 471, 481 491 501 511 521 531 541 B 561
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SCATTTGCTTACAG CAGGCAG GGATCEGCCGCAGGCACCAGGAGGCACT TeT G T GCTGCTGAG GGALGGGCAGGG G &
571 581 591 601 611 621 631 641 651 661 671
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