NRCD Human Full-Length cDNA Clone Gene Engineering Division
RIKEN BioResource Center

RIKEN_Clone ID : RBdS187112 Lot# : 6608_A8B9
Vector : pGCAP10 Gene | CDH24
RefSeq_mRNA| NM_022478.3 3567 bp |

@ Plasmid DNA purification
Date : /80}/5 Culture : LB (100 ug/ml Ampicillin) _5 ml -> at 37 deg C O/N

Date : /802 € Purification : QIAGEN Miniprep kit => dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : / 8 0 2/ é
DNA concentration (0.D.): 97 ng/ul
< Size of fragment expected from this clone >

DNA ( ul
""—mEnzyme (BamHI ) lul BamHI 3.1kb (vector). 3.5, 0.3 kb (unsure)
..... o 1u| i ,

dH,0 7 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Confirmation of the insertion sequence @ Adjust plasmid DNA solution to 25 ng/ul
Date : [;{ [7226 Date :
Primer A pGCAP-F DNA ( ?7 ng/ul) /]50 ul
Primer B pGCAP-R 10x TE y oo A
Primer C Poly(A) region dH,0 286-f ul
List of  |http://dnabrc.riken. Total g 2 ul
Sequencing |jp/en/NRCDhum2e
Primers n.html

@® Shipping
J Conc. : 29 ng/ 12, Volume : 40 p @
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APPROVED BY :

http://dna.brc.rikenjp/index.html



: 291 Primer A: pGCAP-F KB_3500_POP7_BDTv3.mob Gray line indicates quality value &P 262018 11:46AM, JST
KKKKKK Pts 1722 to 8623 Pk1 Loc:1690 ( V) i |
5 CTCAGTGGATGTTGCCTTTAC 3 Version 6.0 HiSQV Bases: 707 QV) < 40.
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Applied

Biosystems
SIN G:43 A:48 T:33 C:57
KB.bcp
KB 1.4.1.8

Primer B : pGCAP-R
Cap:15
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6608_RBAS187112_A8B9_1_pGCAP_R_E09_15_ABI24

5 GCATTCTAGTTGTGG’_I‘_TTGTCC 3

Inst Model/Name 3500/3500 Instrument
Feb 26,2018 11:29AM, JST

Gray line indicates quality value Fe.b 28,2018 T1:46AM., JST
pacing:10.43 Pts/Panel1350

(QV) < 40. , >late Name: 20180226_GNP
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6608_RBdS187112_A8B9_1_pGCAP_R
KB_3500_POP7_BDTv3.mob
Pts 1728 to 8593 Pk1 Loc:1696
Version 6.0 HiSQV Bases: 638
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ATGGAGGCCLCCTCCCCTTOCCTCCC TETTTCCCCTTCECCAGC CGEC CTCCCCCTTTCCTTTC
151

161 71 181 191 201

L

31 241 2581

792
396

261

271 281 291 301 311 321

361

792
3896

391 401 431

461

792
396

501 iR 521 541 551 561

571 581

792
396
0

601

611 641 651 661

Printed on: Mon Feb 26,2018 01:01PM, JST
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L\ Blgspylfl?t%ms 6608_RBAS187112_A8B9_1_GNPmixture_E02_14_ABI24 Inst Model/Name 3500/3500 Instrumen t
' 6608_RBAS187112_A8B9_1_GNPmixture Feb 27,2018 10:07AM, JST
SIN G:127 A:87 T:41 C:71 KB_3500_POP7_BDTv3.mob Feb 27,2018 10:22AM, JST
Pri C : Pol — - - Gray line indicates quality wvalue
KBbep e y(4) region primer #0 Pts 1752 to 8706 Pk1 Loc:1720 . Ha Spacing:10.62 Pts/Panel1350
KB1418 Cap14 5 e R S N W O U Version 6.0 HiSQV Bases: 722 (QV) < 40. Plate Name: 20180227_GNP
| ’
1 1 21 il 41 51 61 T3 81
M- 022-?78 3( ?5‘5/)
930

. o | iy
mmlAlhnlmmhhmhmulhmhmhmmmmmmnhlhmlmhmluhmmmunnmm
o omB3 < /mfm B Firh e

e ﬂlhhhhhluhhhlhhlﬂnhhﬂ 1uuhhhlhhﬂmlmmxlu Ahnﬂuhlhhmlhlnumﬂhhml“

—>/r/M oﬁ’?wg 3 (3230~ ) .
Fa mummmllnunmmmmﬂlmlmmmumummhmmulnuunmunhmnmmm,.

465

ik A e i ot A oM P
AGCT TCAG?
571 581 591 601 611 621 631 641 651 661 671 |

930

465 M{\f?
L O
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