NRCD Human Full-Length cDNA Clone Gene Engineering Division
RIKEN BioResource Center

RIKEN Clone ID : RBdS132E04 Lot# : 6608 A7G7
Vector : pGCAP10 Gene | EHMTI1
RefSeq_ mRNA|NM_024757.4 5123 bp
CcDS 3897 bp
I— 5' position 7

@ Plasmid DNA purification
Date : 7070 Culture : LB (100 ug/ml Ampicillin) _5 ml —> at 37 deg C O/N

Date: |\70712 Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : |7C07(2

DNA concentration (0.D.): 176 ng/ul

< Size of fragment expected from this clone >

DNA ob

Enzyme(BamHI ) 1U| BamHI 3.1kb (vector), 2.?. 2.6 kb (unsure)
Buf-Fer o 1 ul
deO ......... o
Total 10 ul

BamHI

</
=

Erectrophoresis ; 1% agarose gel, 1x TAE Buffer

Marker : 2—Log DNA Ladder (NEB#N3200L)

(kb)
6.0
5.0
2.0
@ Confirmation of the insertion sequence @ Adjust plasmid DNA solution to 25 ng/ul
Date : /(071-3 Date 2707/5
Primer A pGCAP-F DNA (176 ng/ul) . §20 ul
Primer C Poly(A) region dH,0 %275 ul
List of  |http://dna.brc.riken. Total AT].2
Sequencing |Jjp/en/NRCDhum2e
Primers n.html
@ Shipping

d Conc. : 29 ng/u 2, volume: 40 2
S el AL e "%@;ﬂbﬂ

177,19

APPROVED BY :

http://dna.brc.riken jp/index.html



Applied

\ 6608_RBAS132E04_A7G7_pGCAP_F_C03_09_ABI24 Inst Model/Name 3500/3500 Instrument
Biosystems
6608_RBdS132E04_A7G7_pGCAP_F Jul 13,2017 03:19PM, JST
SIN G:196 A233 T:123 C:273  ps . . KB_3500_POP7_BDTv3.mob L : Jul 13,2017 03:33PM, JST
rimer A : pGCAP-F = e Gray 1 dicates ality value
KB.bcp e , Pts 1733 to 8627 Pk1 Loc:1701 ey il FERE quatity Val®  spacing:10.43 Pts/Panel1350
KB1.4.1.8 Cap:9 5 CTCAGTGGATGTTGCCTTTAC 3 Version 6.0 HiSQV Bases: 686  (QV) < 40. Plate Name: 20170713_GNP
GCTGCTCG GTGT CGACGGCCAGTACGTATTT TACGACT CACTATAG GG T LT TG TTE.GGGGCGEGGGGLCCACG C
1 11 21 31 5T F GpaBl 61 e F 81 el 92 101 111
Xhol MI3 na 7 promete wo
fin Fig > yH_024757.%
1244 vector (7
N MWMMWMW\M V\A/\/\/\/\(\/\/W\W/\/W\MMW\[\NWW I
0 A adY Al !
| 'IGCGGGCCCGGGCC TGGCCGCCGCCG ATGCCG GGC GTFCCGGCG GGGGGGAGCCTCAGCAGG ATTGCTGTGTG CCGAGCTGCTGGG -G GAGACACCTATGGCT
121 134 141 151 181 191 201 24011 221

5 tMlmadSe uele_ o
1244

WAAN\A/\MW\MM\[\AMWMMMAMMMMMMMMMMMMMMMWMMWMM

GECGATG \GGCTCAGCAGAG ACAGGCAGGAGAGGCCCACATGGCTGCGGACGGTG AGACC TGGGTCTTGTG CAGCE ATGCCAGCAGT CATGLE TGETEL
231 241 251 261 271 291 311 321 331
1244
- N M[\/\/\/\ A[\M\AMDA/\/X
SCACACTCAGG ACAGCGC GGGTC CCECCAGGE ATGGCACCE [0 - CTCGG T'GCGG TGGGGLTTC G ] GAGACT C G GCGGCG EEACEY
341 351 3161 cipak 381 381 401 F- Sl 421 437 441 45
1244
v M\/\/\/\N\n
I CACTGC CGACGACTTTGTGCAGACTITETGTCATEGGCAGC CGG TACATECT T T GCEGGCECTACAGGCACAGLC CCTTEAGGACTACEA GEAD TETREEE S TET
il 461 4T 481 491 501 511 521 531 541 551 56
1244
v a WWMMMMW
| O AA) w o, 2
G ENTGEC
1 571 581 591 601 611 621 631 641 651 661
1244

622
L0 O(XXXS(
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App

lied

Biosystems

SIN G:82 A:83 T:122 C:133

KB.bcp
KB 1.4.1.8

Cap:12

Primer B : pGCAP-R
5 GCATTCTAGTTGTGGTTTGTCC 3

6608_RBAS132E04_A7G7_pGCAP_R_D03_12_ABI24

6608_RBdS132E04_A7G7_pGCAP_R
KB_3500_POP7_BDTv3.mob

Pts 1727 to 8706 Pk1 Loc:1695

Version 6.0 HiSQV Bases: 206

Gray line indicates quality value

(QV) < 40.

Inst Model/Name 3500/3500 Instrument
Jul 13,2017 03:19PM, JST
Jul 13,2017 03:33PM, JST

Spacing:10.61 Pts/Panel1350

Plate Name: 20170713_GNP

1

1022
511

21

1022
5.1

121

1022
511

1022
511

231

31

41

Mot 1

61

71

81

91

.4 [ o bl ol o el W ol ol o i o o ol e b o o s il e ol o o S ol o il o o
101

1173

341

1022
511

1022
S
0

471

391

261

271

231

421

501

511

521

531

561

5Tk

601
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621

631

651

661

67
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Applied

Biosystems 6608_RBdS132E04_A7G7_GNPmixture_EO03_15_ABI24 Inst Model/Name 3500/3500 Instrument
6608 _RBdS132E04_A7G7_GNPmixture Jul 13,2017 03:19PM, JST
SIN G119 A:16 T:14 C:25 Primer C : Poly(A) region primer #0 KB_3500_POP7_BDTv3.mob Gray line indicates quality value Jul 13,2017 03:33PM, JST
KB.bcp , i Pts 1715 to 8695 Pk1 Loc:1683 Spacing:10.62 Pts/Panel1350
KB1.4.1.8 Cap:15 S TTITTITTTITITITTTTTINGIN 3 Version 6.0 HiSQV Bases: 686 (QV) < 40. Plate Name: 20170713_GNP
: TAACAG CTQTG AGACCTE GACAGE CT 6T ENEEECAGCCATECABGE CEAC CAG CER|
1 11 21 31 41 51 61 71 81 91 101 111
1108
554
0 ) I b YA Y5 ]
S CT . GGGCCGCCTTCCCCG CC CGCAGTCTCCGGGGGCGGTGGGTG GGTGGCCCCACC TG GG GGTGGCCTCTGCCTTGTTCTCTGCCTTTGCTTCCCTCCTCTCT TCCTCC
121 131 141 151 161 171 181 191 201 211 221
1108
554

» uA_Lmuumnuxmn.mmmmmmlhhlum mhunlunmmlluunmunuhnunuhmm

G TACCCEC CACAGCC TTCCACCAG CTCAGGGEECTCETE TGCTTCCCTCTITCTETITCETTETGECEGLETCAGGGETCC TCTCTTCATGGETE CLGIT TCET TETET CEEATE
231 241 251 261 271 281 291 301 FLL 32 331

c (WM-02%75T. %)
1108
554 WM_024787-4 754

o2l AA‘llllAAllaAlll:‘lll‘llll‘ll‘llil‘lllllllllllll‘lllltlllA‘lAl‘ll‘lllllll‘lA‘AlAAAAllgallAlllAAll‘

TTGATGTCAGAGCCCTTGE BGACAGCAGCAGCTICACGAGGTCCACGTGCT TET C’ICT?TGGCCL GATCATGGGTGTCCAGCCTCCGTCATCCTGACAGTTGACGTCC

341 351 361 3271 381 391 401 411 421 431 441 451
& (WM 02757.%)
1108
= llll‘AAAAlAllllﬁ‘A‘AAAAAAAAAllllAAA‘ lAlLAAAA‘All‘llll‘AllllAl‘lA D\ v At s s A
GTCC 'TTTE61 GC GGTqr]ClIGG e C;BTlCGT GTGGEQCIFL T T TGG(;OlGCC GGTGE().'.:Ll CGT (ZZIG(.CCFCTGgflTCCTT‘GGGE)quC - e
1108
554
> e Al W e A e st st eiosamae iy N
5 581 591 601 611 621 631 641 651 661 671
1108
554
0
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