NRCD Human Full-Length cDNA Clone Gene Engineering Division

RIKEN BioResource Research Center
RIKEN Clone ID : RBdS104019 Lot# : 6608_B3Ld

Vector : pPGCAP10

Gene | EXOSCS8
RefSeq mRNA] NM_181503.3

1166 bp |

@ Plasmid DNA purification

Date :2023/12/13 Culture : LB (100 ug/ml Ampicillin)_5 ml -> at 37 deg C O/N

Date :2023/12/14

Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration
Date :2023/12/14

DNA concentration (0.D.): 271 ng/ul
< Size of fragment expected from this clone >
DNA 035 ul
Enzyme (BamHI ) 1 ul BamHI 3.1kb (vector), 1.4 kb (unsure)
Buffer H 1 ul
dH,0 7.65 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)

@ Confirmation of the insertion sequence
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@ Adjust plasmid DNA solution to 25 ng/ul

Date - 2023/12/20 Date :2023/12/20
Primer A pGCAP-F DNA (271  ng/ul) 86 |
Primer B pGCAP-R 10x TE 93 ul
Primer C Poly(A) region dH,0 753 ul
List of http://dna.brc.riken. Total 932 ul
Sequencing |jp/en/NRCDhum2e
Primers n.html
@ Shipping
Conc. : 29 ng/u Q,  Volume: 40 u @ ﬁ
'23.12.20
|:| Conc.: __ ng/u Q  Volume: M2 %
APPROVED BY :

http://dna.brc.riken jp/index.html
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Blast 2 sequences

Sequences producing significant alignments:

Job title: ref[NM_181503.3|

(Expires on 12-20 13:36 pm)

RID S2EG1777114

Accession
Query_62103
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Sequence ID: Query_62103 Length: 1111 Number of Matches: 1

Range 1: 102 to 1052

Graphic Summary

Frame

Strand

Gaps

Identities

Expect
0.0()

Score

Distribution of the top 1 Blast Hits on 1 subject sequences

Plus/Plus

0/951(0%)

950/951(99%)

1751 bits(948)
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Applied
A% Blosystems 6608_RBdS104019_B3Ld_pGCAP_F_D01_04_ABI08 Inst Model/Name 3500/3500 Instrumen t

6608_RBdS104019_B3Ld_pGCAP_F Dec 14,2023 03:20PM, JST
SING:54 A:89T:59 C:62  Primer A pGUAP-F KB_3500_POP7_BDTv3.mob Dec 14,2023 03:50PM, JST
KB.bcp 5 CTCAQTOCATOTTCCCTTTAC 3 Pts 1268 to 13642 Pk1 Loc:1245 Spacing:12.06 Pts/Panel1350
KB1.4.1.8 Cap4 Version 6.0 HiSQV Bases: 1964 Plate Name: 20231214_GNP
44 N
#hol S Snabl T7 promoter Swal
1 O 3 8 VVVVVV
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A% BIOS pplied 6608 RBdS104019 B3Ld pGCAP_F D01 _04 ABIO8 Inst Model/Name 3500/3500 Instrument

yEkems 6608_RBdS104019_B3Ld_pGCAP_F Dec 14,2023 03:20PM, JST
S/N G:54 A:89 T:59 C:62 KB_3500_POP7_BDTv3.mob Dec 14,2023 03:50PM, JST
KB.bcp Pts 1268 to 13642 Pk1 Loc:1245 Spacing:12.06 Pts/Panel1350
KB1.4.1.8 Cap4 Version 6.0 HiSQV Bases: 964 Plate Name: 20231214_GNP
TGAATATTAGAACTCATCCAGTTIGCAACTTCCTTTGCTGTGTTTGATGACACTTTGCTTATAGTTGACCCTACTGGAGAGGAGGAACATC TG GCAACAGGAACCTTAA

685 694 703 712 721 730 739 748 757 766 775 784

1038

Amm.mmm.mAmMuW.M..mu«m.nnnmmm‘mmhm bm ah.uwugu

793 802 811 820 829 838 847 856 865 874 883 892

901 910 919 928 937 946 955 964 973 982 991 1

CACTGTGCACAAACG TTTTATAC TAARAT A ATATCA ACTACATTC ITCTG AARA AA A A A I A A TGAT PAAA AACAA AGA A TA G AA CAT

)00 1009 1018 1027 1036 1045 1054 1063 1072 1081
1038
519
0
A AT A A CA A AA c GGT cccGC GG GC (¢ G G ATCTCT C C TTT AG T GAG G T(TA A TTG G AA T CC G A A TGT ATA A G

1090 1099 1108 1117 1126 1135 1144 1153
1038
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0 e s
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A% B|os pplied 6608 _RBdS104019 B3Ld pGCAP_R_E01_05 ABIO8 Inst Model/Name 3500/3500 Instrument

stems
y : 6608_RBdS104019_B3Ld_pGCAP_R Dec 14,2023 03:20PM, JST
S/N G:30 A:45 T:46 C:43 | Primer B : pGCAP-R KB_3500_POP7_BDTv3.mob Dec 14,2023 03:50PM, JST
KB 1.4.1.8 Cap:5 Version 6.0 HiSQV Bases: 105 Plate Name: 20231214_GNP
CGG AITC TIATCATG TCTG GATCCEAT TAACCCT CACTAAAGGGAGITCCGCGGCCGCGGTACTTTTTTTTTTTTTTTTTTTTT TTTTTTTTTTTT TTTTTTTTTTTTTTTTTTT

57 Mot 6 71 81 91 101 111

1 11
BamH T3 promoter
vector

706

*|_
) %4&0%: M“’MMIMMM mm““u“m mummAmAAuummnnnummmnAmu

121 131 141 151 161 171 181 191 201 211 221
706
AL A i il arasallI] | A
0 llllllllAA«Aﬂ AP ; AMAAMN AA NAAAAR A‘ AAA AAA AARAAAL AAAA MANLAARAA A A\AA‘ AAAAA l!AA .» A. AAAAALAL
TTGGGGTTCCAACCCCTAAATTCCCCCCCCCCCCATTTTTTTAACTTCTTTGGGCCTGGGACCGGC CC GGCcccaAACCCCCCCGGAATTTTACCCCCCGTTACCCCCCTCCCCCC
231 241 251 261 271 281 291 301 311 321 331 341
706
353
[\
AAAAAAAAALAAAAAA N AAAA ‘A WA
C

7 U aaaas ﬁAAAAA kszﬁ A aaasa A adaAAAAAAAARARA AR ARRARAAA

CCCTCCCCCCCCCTTTACTTTGGTAAAGGTTCCGGTGGCCAAAG CCCCCCCCCCGGGGGGGCCAACTAAAARARA A GCCCCCAAA
4

T

5GGT TGGGA AAAA \ A

351 361 371 381 391 401 11 421 431 441 451
706
53 Dl A* Al A WA
A : LTI
0 Ahﬁd «/.\Ahﬁ A A A NN AAA“AMMUAM AAR/ ‘ AAK! A\M“U“uhtl“,\./..AAL Aa/ﬁ\Mu\MMMM d\u»\ﬂ
CCCAGAAAAGGAAGTTGCAACGG AGAAGTTCAAAAATTAAAAAAATTTTTCTTCTTIAAAATAAACT TCGGCAAAAGCATTTTTTTCTTTIAAAGAAACTTCGGGCAACTGTA(
461 471 481 491 501 511 521 531 541 551 561
706
353 ‘ A‘“ A ‘ \ f
A A A A ANANA A A A
0 MAMAAANNAAAAAARAARAL AA AAA.\/,MAAAA/A\“MMA AMAAMAV AARAAAAAAAARR\Aaas A NAANAAAA A s ns AAAAARA AN AAAAARA
CTTTTTTTAAACCCCCTACCAAAAA P AGGGGCGGGCACCCAAAAGGTTCCCCTCGGAGCCGAGGCAAAGGAAATCCCAGTATAAAACCCAAACAACTTTTCCGGGAA
571 581 591 601 611 621 631 641 651 661 671
706
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A% B|os pplied 6608 _RBdS104019_B3Ld_GNPmixture_F01_06_ABIO8 Inst Model/Name 3500/3500 Instrument

YStems ] ] ] 6608 RBdS104019 B3Ld_GNPmixture Dec 14,2023 03:20PM, JST
SIN G:6 A8 T:6 C:7 Primer C : Poly(A) region primer #0 KB_3500_POP7 BDTv3.mob Dec 14,2023 03:50PM, JST
KB.bcp ETTTTTTTTTTTTTTTTTTTTVNN & Pts 1268 to 13000 Pk1 Loc:1245 Spacing:13.25 Pts/Panel1350
KB 1.4.1.8 Cap:6 Version 6.0 HiSQV Bases: 458 Plate Name: 20231214_GNP
CITT ITCGCAA 1ITT TATT 'AAGTIATPAAACGT TT GT GCACAG TG T'TAACAAIATACAAT TTTTACAAATCTGTTTT GAAAATGT G CT GGCTGTT IATTT GGG ITTCATACTCTTAATTA
28 100 109 118

NM_181503.3

%8;2 \l‘m‘ A. “&M‘Wm‘MIM“M‘m“l“muﬂ AAM““““ s ifnans

CTTCATCCATCAGT TTTT TAACTTCTTTGTGTCTT GTAACT GCTCGGCTCATACAGT CCTGAACTTTAGCTC(CAGTTA GCCCACTTCCACCTGGTTTGTGAAGACAACAGAGT
127 136 145 154 163 172 181 190 199 208 217 226 2

0 AALALAAMAu..hhuu“hAMAAAAAA‘AAAH‘AMMAAMAMAA.J.AA“AAAU.AA,A“AAu.uJ,h““MAA,A.L‘.AA.A!.,_‘.A“AA“AMA/,AAA.

I TGCCTTCCTCATCCATTACTIATTGTTAAGGTTCCTGTT GCCAGATGTTCCTCCTCTCCAGTAGGGTCAACTATAAGCAAAGTIGTCATCAAACACAGCAAAGGAAGTTGCAACT
235 244 253 262 271 280 289 298 307 316 325 334 343

0 mAuu,mnm_x_umu.‘.uuhuuluunmhumumu.u “AuuAumhAhAhhAhAmh..,A.A,AAA“AAAM,AAAAA

5 GATGAGTIT CTAATATTCAAATAACTTTITCT ICT TTAAATTAACT TCTGCTAAAGCAGTTTICTTICATTIATAGTAACTT CAGGCAACIGTACATTTIT T TTAA AGCCGC TAGCA AA
352 361 370 379 388 397 406 415 424 433 442 451 460

o N A e A AN AAAAR A AN AN A A A s s A A A s

GCAAATGTGCAGCGCATCCAAAATGTTTCCATCGTA TCGAGG CAAATGAG ATCACAGTATAGAACCCAGACAAGCTTTCCT G GAGAAAT GCATAA TCCTCTTTCT GAATTA

469 478 487 496 505 514 523 532 541 550 559 568

T CTGTGAAT TTTCAAT GACATCTGCAATGAATTGGCTAGCCACTTGGGCC TCTTCTCCAG GAGG ICCAGACCGGA ATCTCGATGAACACAGG GGT GGTA GATCCACAT
577 586 595 604 613 622 631 640 649 658 667 676
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