NRCD Human Full-Length cDNA Clone Gene Engineering Division
RIKEN BioResource Research Center
RIKEN Clone ID : RBdS051L15 Lot# : 6608_B2Ca

Vector : pGCAP10 Gene | C6orf41
RefSeq_mRNA| NR_ 026775.2 983 bp |

@ Plasmid DNA purification
Date : 22.0%.09 Culture : LB (100 ug/ml Ampicillin)_5 ml —> at 37 deg C O/N

Date : 22 .0%.10 Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 22 0310
DNA concentration (0.D.): 2 58 ng/ul
< Size of fragment expected from this clone >

DNA oY ul
" Enzyme (BamHI) 1 ul BamHI 3.1kb (vector), 1.2 kb (unsure)
- e :
deo ....................... N
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

(D:Marker
@:uncut

3):BamHI

Marker : 2-Log DNA Ladder (NEB#N3200L)
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5.0

2.0

0.1

@ Confirmation of the insertion sequence @ Adjust plasmid DNA solution to 25 ng/ul
Date ; 22, 03.22. Date :.22.(03.23
Primer A pGCAP-F DNA (258 na/ul) J.0
Primer B pGCAP-R 10xTE__ FEL dl
Primer C Poly(A) region dH,0 L7946 ul
List of  |http://dnabrc.riken. Total P#s. 2 ul
Sequencing |jp/en/NRCDhum2e
Primers n.html

@ Shipping
J Conc. : 29 ng/u 2, Vvolume : 40 ue
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APPROVED BY :

http://dna.brc.riken jp/index.html



Applied
Bi osystems 6608_RBdS051L15_B2Ca_pGCAP_F_G01_19_ABI24 Inst Model/Name 3500/3500 Instrument

6608_RBdS051L15_B2Ca_pGCAP_F Mar 11,2022 10:53AM, JST
SIN G:737 ATBB T:351 €188 prinnor A pGCAP-F KB_3500_POP7_BDTv3.mob Gray line indicates quality wvalue Mgr 1120227108 AM, 8T
KB.bcp Pts 1706 to 8707 Pk1 Loc:1674 Spacing:10.93 Pts/Panel1350
KB14.18 Cap:19 5 CTCAGTGGATGTTGCCTTTAC 3 Version 6.0 HiSQV Bases: 670 (QV) < 40. Plate Name: 20220311_KatoClone
\GCT GCTCGAGTGT? CGACGGCCAGTACGTATTTAATACGACT CACTATAGGGAAT TTAAATGAATT|GCCCAGGG ATTCCCACCCA

1 11 21 31 Xhol 13 51 ¥ GuaB1 61 T7 promo e Vg1 Swa [ 91 101 111

i o iy

CCCGCACTCCACTCGCAGACGGCGGGCCTTCCTCCGACGCTGGGAGAAGGACCC TG GG AG AGGC GG G GGGCTCCGG CCAGCGCAGCAGCGGGACGC TAGC CCGECC

121 131 141 5'1:.:‘...,.‘0,4@ Sepemce 161 171 181 191 201 211 221
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ACACGGCGGCCACT TGAAGGTCCTCCAGGG CACCTGAGGCAGTGGG AGCGTCTGCCCTTTCCT GTCTCCTTGE A AATGTATTCGEE PTTEG TTTEEGE : 1
231 241 251 261 271 281 291 301 311 321 331
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GCTCCGCGCTTTCAGGACCGGTGGCTCCCGTGGAGACCGC GCGG CCCAGTCCGCCTTCGCACGCGTCCGGGGGAGAAGCGGCCCCAGGACTAAGGGCGCGCGCCCGAGC
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Applied

Blosystems 6608_RBdS051L15_B2Ca_pGCAP_R_H01_22_ABI24 Inst Model/Name 3500/3500 Instrument
6608_RBdS051L15_B2Ca_pGCAP_R Mar 11,2022 10:53AM, JST
S/ING:79A95T:106 C:81  Primer B : pGCAP-R KB_3500_POP7_BDTv3.mob Gray line indicates quality value Mgr 11,2022 11:08AM, JST
KB.bcp i . Pts 1713 to 8707 Pk1 Loc:1681 Spacing:11.34 Pts/Panel1350
KB 1.4.1.8 Cap:22 5 GCATTCTAGTTGTGGTTTGTCC 3 Version 6.0 HiSQV Bases: 11- (QV) < 40. Plate Name: 20220311_KatoClone
; ICT#A%GGGAGATCCGCGGCCGCGGTATT TTTTTTTTT TTTTTTTTTTTTTTTTTTTTTTITTTTTTITTITTTTTITTT IT
| L 11 21 31 41 Notl 61 Tl 81 91 101 111
P M E—
720 Voo
AAAAAAAAAAAAAAARARAANAARANAAAAAAAAAAN
0
T DT BT
121 131 141 151 161 171 181 191 201 211 221
720
360
o MW |
231 241 251 261 271 - 281 291 301 311 321 331
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O H
341 351 361 371 381 391 401 411 421 431 441
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_Q —_—
451 461 471 481 491 501 511 521 531 541 551 561
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Applied

BiDSystems 6608_RBdS051L15_B2Ca_GNP Mixture_A02_02_ABI24 Inst Model/Name 3500/3500 Instrument
6608_RBAS051L15_B2Ca_GNP Mixture Mar 11,2022 10:53AM, JST
SIN G:623 A:434 T:265 C:369 Primer C : Poly(A) region primer #0 KB_3500_POP7_BDTv3.mob Gray line indicates quality value Mar 11,2022 11:08AM, JST
KB.bcp Pts 1707 to 8707 Pk1 Loc:1675 Spacing:11.1 Pts/Panel1350
KB14.18 Cap2 5 TPTTTTTTTIITITTTTT T TY NN & Version 6.0 HiSQV Bases: 659  (QV) < 40. late Name: 20220311_KatoClone
CTGGTCIAGGC TG GGCTCAG C TG GATGGAT CTTL TTC(AATGTG TAGACAGCAGAGGCAGCCAGAC CTTTTTTET T
1 11 21 R 61 71 81 91 101 111
_— /VR 026'?75 35’0
W ﬂh h o A
0 VW W VATV VLW WA AT
IGTCT EGTCATCCT CCTCTTCAGACC GG TEBET GACAGET TG AT GTE T TAG TAGT TGGAGTAGT TGAGGGTTG GCRAGG TATCTE TCCATG TS T T TCCATGT GG T TAG.C
121 131 141 151 161 173 181 191 201 211 221
V- 026T15.2. (768~ /vf 026775, Z(«w)
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o7 A A A A A A At A AR AR A
TTGAGCCTCTGC ACCATCGCAGTCTCTAGGTATTTG ETTET T CATGGGAGCTGGC TTCTCCTGAG ATCGACGTGCAGGACA? GTGGAGATAG GGTAGCT E TQ
231 241 251 261 271 281 291 301 - Gl 321 331
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CTGCGGCGCAACGGATTTTGTTGGT: TTGGC GTTGCTTGGTTCTAF GGCICATTECE CCAC TEGAGCACCEAGT TTETAETTEEGGEGT CALT CE T TALCA CAGCETADRT
341 351 361 371 381 391 401 411 421 431 441
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CATCCGGCGTGTTTGCTCTGEITCGT CACAGCACCGGTTCCTCGGGCGCGCGCCCTTAGTCC TG GGGEC CGCTTCTCCCCCGGACGCGTGCGAAGGCGGACTGG GTTCC G
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