NRCD Human Full-Length cDNA Clone

RIKEN_Clone ID : RBdS022E06
Vector : pGCAP10

@® Plasmid DNA purification

Date : 21.03,29 Culture : LB

Date : 21,03 %0 Purification :

Gene Engineering Division
RIKEN BioResource Research Center
Lot# : 6608 B1Cp

DNMT1
NM_001379.4

Gene
RefSeq_ mRNA

5748 bp

(100 ug/ml Ampicillin)_5 ml —> at 37 deg C O/N
QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 2.].0%.%0

366

DNA concentration (0.D.): ng/ul
DNA D 3l
Enzyme (BamHI) 1 ul
s -
v+ e St
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2—Log DNA Ladder (NEB#N3200L)
(kb)
10.0
8.0

4.0
3.0
1.5

1.2
1.0

0.1

@® Confirmation of the insertion sequence

< Size of fragment expected from this clone >

BamHI 3.1kb (vector), 2.7, 1.7, 1.1 kb (unsure)

(D:Marker
@:uncut
@:BamHI

@ Adjust plasmid DNA solution to 25 ng/ul

Date : 21.0%.02 Date :2],0%.02
Primer A pGCAP—F DNA ( 366 ng/ul) oy
Primer B pGCAP-R i0xTE (28 J" ul
Primer C Poly(A) region dH,0 (0015 ul
List of http://dna.brc.riken. Total (289, 3 ul

Sequencing | jp/en/NRCDhum2e

Primers n.html

@ Shipping
d Conc. : 29 ng/u @, Volume: 40 (2

e L L s T gty )

APPROVED BY :

http://dna.brc.rikenjp/index.html



ﬁ?ﬁ;&b Bios Iled 6608_RBdS022E06_B1Cp_pGCAP_F_A01_01_ABI24 Inst Model/Name 3500/3500 Instrument

Systems 6608_RBAS022E06_B1Cp_pGCAP_F Mar 31,2021 09:40AM, JST
SING:22A:33T16 C:24  Primer A - pGCAP-F KB_3500_POP7_BDTv3.mob Gray line indicates quality value _ Mar 31,2021 09:55AM, JST
KB.bcp i ‘ Pts 1834 to 8706 Pk1 Loc:1802 Spacing:10.58 Pts/Panel1350
KB14.18 Cap:1 5 CTCAGTGGATGTTGCCTTTAC 3 Version 6.0 HiSQV Bases: 601 (QV) < 40. Plate Name: 20210331_GNP

I [FATT ' NG ACGACGGCCAGTACGTAT TIAATACG ACTCACTATAGGG T:1T ':.TiG ATTIGANARARAGC CG GGG CG CC
1 i) 21 31 41 51 615naB1 71 T7 pwmt@:-el L4 91Swa I 10 i
1160 e—t— — NM-OOIB'H ‘f
580
TGCGCTGCCGCCGCCGCE TCTGCTG ARGCCTCCG AGATGCCGGCG CGTACCGCCCCAGCCCGGG TGCCCACACTGGCCGTCCCGE GCCATCTCGCTGCCCG 2CG ATGTCCGC AGE
121 131 141 1510 %eemipal, \Q#’elma 171 181 191 201 211 221 231
1160
Sl M\f\/\]\/\/\f\l\/}ﬂm
0 - |
CGGCTCAAAGATTT GGAAAG AGACAGCTTAACAGAAAAGGAATGTGTGAAGG ATTG AATCTCTTGCACGAATTTCTGC ATCAGTTATGTGACTTGC
241 251 261 271 281 291 301 311 321 331 341
H
1160
ol o HM l Wl oo VI l
o MWW L) ) . ; | RSV
\ATTACGTATR TTATCCGAGGAGGGCTACCTGGCT AGTCAAATCCCT TTTAAATAAAGATTTGTCCTTGGAGARCGGTGC TCATGC TTACARAC CE G
351 361 371 381 391 401 411 421 431 441 451 a¢
1160
‘ l I WP g
0 ‘ ol L ‘ ‘ - il ! A l A o A l,‘ “‘.-
AGTGAATGGACGTCTAGAAAACGGGAAC AGTGAAGCCCGTAGAGTGGGARTGGCAGATGCCAACAGCCCCECCCAAACCCCTT TCCARACCTCGCACGCC QIR
i1 471 481 491 501 511 521 531 541 551 561 57
1160
- ) LY U ol a0l
o LI UOAUON ™ I e Yoa Q0 ol i
1 581 o1 601 611 621 ‘ 631 641 651 - 661 ' 611
1160
| 580
Lo
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Applied

 Biosystems 6608_RBAS022E06_B1Cp_pGCAP_R_A01_01_ABIO8 Inst Model/Name 3500/3500 Instrument
6608_RBdS022E06_B1Cp_pGCAP_F Apr 01,2021 09:40AM, JST
SING20A20 T23C16  Primer B : pGCAP-R KB_3500_POP7_BDTv3.mob Gray line indicates quality value Apr 01,2021 09:55AM, JST
KB.bcp : ’ Pts 1756 to 8703 Pk1 Loc:1724 Spacing:11.27 Pts/Panel1350
KB14.1.8 Cap:1 5 GCATTCTAGTTGTGGTTTGTCC 3 Version 6.0 HiSQV Bases: 106 (QV) <40. Plate Name: 20210401_GNP
CT E CT GGGAGTCCGCGGCCGCGGT grrrTTTTTTTTTTTTTTT T T TP PT T P T T TT T T T TT O TP TLY T
1. i 21 31 41 5] /Vat 61 71 81 91 101 111
I' VQ ‘tm’ -
826
413 [\
0 AAAMANAAAAAMANAAAMAANAAAAAAAAAAAAAAAAAA
121 131 141 151 161 171 181 i91 201 211 221
826 '
413
0
231 241 251 261 271 281 291 301 i 321 331
826
413
O et
341 351 . 361 371 381 391 401 411 421 431 441
826
413
0
451 461 471 481 491 501 511 521 531 541 551
826
| 413
0
561 571 581 591 601 611 621 631 641 651 66!
826
413
0
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pplied .
A% Bi osystems 6608_RBdS022E06_B1Cp_GNP Mixture_C01_07_ABI24 Inst Model/Name 3500/3500 Instrument

6608_RBAS022E06_B1Cp_GNP Mixture Mar 31,2021 09:40AM, JST
(b e DA TR egha iyl PN ST K Loty O L diostey guality valua Mer 312000 D9moAN..IST
.bcp , . S (o} oc: ' pacing:10. ts/Pane
KB 1418 Cap7 5 TTTTTTTTTTTTTTTTTTTTVNN 8 Version6.0 HiSQV Bases: 543  (QV) < 40. Plate Name: 20210331 _GNP
: AT 1 *AA ACTACATAAAGTCTTAATTT CCACT CATACAG TGGTAGATTTG ATATAAT GCATAATARAAAACT TTTARAATCCAG AAT)
1 11 i 31 NM 001379 .4 51 61 71 81 91 101 154
L 51300
1032
oy
0 , ‘ “ ol ‘ ‘ “‘ ““.dlhﬂ! “‘ A /\ .ANV
S CACA-R GTACTGCACAATTTGAT CACTR ATCATTAGT TGATAAGC G RCCT CACACARCAGCE TTCATG T CAGECAAGGE CABR ACACCATGTACCACACATG TG 2 CGG=A|
12, 131 141 1:5:1 161 83 181 191 201 211 221
1032
. I /\N\[\nﬂnﬂﬂm
MMAAMAANMMAMMWAN\AN\A[\N\A mﬂ[\[\l\/\/x/u\/\/\/\/\/\ﬁ\azv\[\/\a/\/\m\/\/\ AAA A AR AAALY
\VGATTGACAT GT TAAAZ \CAT CAGTGCATGTTGGCGEGRBATTEET GG TG CCAG ACAGGGGTGACGGGAGGGC AG AACTAGTCCTTAGCAGCTTCCTCCTCCTTTA TTTY
231 241 251 261 271 281 291 301 i 321 3371 34
1032 |
516
MMMMMMMMMMWWMMMMMAMMMMMMMMMW
TAGETG AGGCACT CTCTC GGEGEBCTTTGBCCA ARAGCTTGATCTCCAAGC CAATGGC TTTG GCCAGGGECGBGTGGCACGGECATTGCCC? CC?GCCGGIGCTTGlC?
1 351 361 371 381 391 401 411 421 431 441 51!
c
1032 .
516 .

0 Asntn/\n

GATGTTGCCGAAGACGCCGGT AGGTGTCAGGGAAGCCCTG GGAGCGGGCACAC TCCCGCACGCTC? ch CACGGTGCTGEGCTLCT GG i {
461 471 481 491 501 5L 21 531 541 551 5¢

1032
516

1 571 581 591 601 611 621 631 641 651 661

1032
516

O !
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