NRCD Human Full-Length cDNA Clone

RIKEN Clone ID : RBd47D07
Vector : pPGCAP10

Gene

Gene Engineering Division

RIKEN BioResource Research Center

Lot# : 7677_B3Ld

EXOSC3

RefSeq mRNA| NM_016042.4 1813 bp |

@ Plasmid DNA purification

Date -2023/12/13

Date :2023/12/14

Culture : LB (100 ug/ml Ampicillin)_5 ml —> at 37 deg C O/N

Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration
Date :2023/12/14

DNA concentration (O.D.); 73 ng/ul

< Size of fragment expected from this clone >

DNA 1.3 ul
Enzyme (BamHI ) 1 ul BamHI 3.1kb (vector), 2.0 kb (unsure)
Buffer H 1 ul
dH,0 6.7 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L) D:Marker

(kb)
10.0
8.0
4.0
3.0 2.0
1.5
1:2:
1.0

6.0
5.0

0.5

@ Confirmation of the insertion sequence

(@:uncut
@:BamHI

@ Adjust plasmid DNA solution to 25 ng/ul

Date - 2023/12/20 Date :2023/12/20
Primer A pGCAP-F DNA (73 ng/ul) 84 |
Primer B pGCAP-R 10x TE 25 ul
Primer C Poly(A) region dH,0 137 ul
List of http://dna.brc.riken. Total 245 ul

Sequencing |jp/en/NRCDhum2e

Primers n.html

@ Shipping
Conc. : 29 ng/u Q,  Volume: 40 u @ ﬁ
|:| Conc.: __ ng/u Q  Volume: M2

APPROVED BY :

http://dna.brc.riken jp/index.html
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Job title: NM_181503:Homo sa
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RID S2FAWD99114
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Sequence ID: Query_44123 Length: 1244 Number of Matches: 1

Range 1: 101 to 1171

Graphic Summary

Stran

Gaps

Expect Identities

Distribution of the top 1 Blast Hits on 1 subject sequences
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A% é ;set%m 7677_RBd47D07 _B3Ld_pGCAP_F_A01_01_ABIO8 Inst Model/Name 3500/3500 Instrument
7677_RBd47D07_B3Ld_| Dec 14,2023 03:20PM,
S/N G:9 01 T:72 C:92 Primer A : pGCAP-F KB_3500_POP7_BDTv3.mob Dec 14,2023 03:50PM, JST

KB.bcp , Pts 1271 to 13695 Pk1 Loc: Spacing:12 08 Pts/PaneI1350
KB 1.4.1.8 Cap:1 A CICAETECARGITCOOTTEAS 4 Version 6.0 HiSQV Bases: Plate

GG GAATTTAAATGAATT TG

00000000
vvvvv

GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

eeeeeeeeeeeeeee

GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

hmhmmmunlumuhuhmdmnmnmhlmhmmnmmmhmmmmmmmnmm

GTAAAAGGAGACCATGTGATTGGCATAGTGACAGCTAAATCTGGAGATATATTCAAAGTTGATGTTGGAGGGAGTGAGCCAGCTICTTTGTCT TACTTGTCATTT GAAGGTG

988

988

494
o LW R A W AW ARV WA
Printed on: Thu Dec 14,2023 05:30PM, JST




A% BIOS pplied 7677_RBd47D07_B3Ld_pGCAP_F_A01_01_ABIO8 Inst Model/Name 3500/3500 Instrument

stems
y 7677_RBd47D07_B3Ld_pGCAP_F Dec 14,2023 03:20PM, JST
S/N G:91 A:101 T:72 C:92 KB_3500_POP7_BDTv3.mob Dec 14,2023 03:50PM, JST
KB.bcp Pts 1271 to 13695 Pk1 Loc:1248 Spacing:12.08 Pts/Panel1350
KB1.4.1.8 Cap:1 Version 6.0 HiSQV Bases: 975 Plate Name: 20231214 _GNP
CGAGCCAATGGAATGGGTGTCATTGGACAGGATGGTCTGC TTTTTAAAGTGACTC TGGGCTTAATTAGAAAGCTATTAGCTCCAGATTGTGAAATCATACAGGAAGT
76 685 694 703 712 721 730 739 748 757 766 775
988
. h‘ e i AV ol 5
o Ml WV WYY WA VWA Y AN M VY M MO A M A 0000 0
GGGAAAACTCTATCCACTG GAGATAGTATTTGGAATGAATGGAAGAATATGGGTTAAGGCAAAAACCATCCAGCAGACTTTAATTTTGGCAAACATTTTAGAAGCT
784 793 802 811 820 829 838 847 856 865 874 883
988
494
0
TGTGAACACATGACGTCAGATCAAAGAAAACAGATCT TCTCCAGATTGGCAGAAAGTTGATATAGGTG GACTTTTTITTACAGGTCAGTTGAGGCAAAARAACTAT
892 901 910 919 928 937 946 955 964 973 982 991
988
494
0 \
GGGGTTTTTTCA GGTGAACCCTCCCCCATTT A ATACTCAGAAAGAT A GGTG TG AAATGTATGTATT A ITT AG AGTCC GAAAGTA T TTTT ATAA G T
1000 1009 1018 1027 1036 1045 1054 1063 1072 1081
988
494
0 N _
AC TGG G TTTTCA CCC ACG C TTTTTG T G G AG AGA A A TIC A T G C AA A A TIC A T T T T T T G GT C GG TA CC A TT A
1090 1099 1108 1117 1126 1135 1144 1153
988
494
0 i
A A G T T A C T G A A A A c C G A
1162 1171
988
494
W

Printed on: Thu Dec 14,2023 05:30PM, JST Electropherogram Data Page 2 of 2



A% BIOS pplied 7677_RBd47D07_B3Ld_pGCAP_R_B01_02_ABI08 Inst Model/Name 3500/3500 Instrument

stems
y PR R R EEATR 7677_RBd47D07_B3Ld_pGCAP_R Dec 14,2023 03:20PM, JST
S/N G:16 A:26 T:25 C:20 P KB_3500_POP7_BDTv3.mob Dec 14,2023 03:50PM, JST
KB.bcp 5 GCATTCTAGTTGTGGTTTGTCC ¥ Pts 1284 to 13000 Pk1 Loc:1261 Spacing:13.25 Pts/Panel1350
KB1.4.1.8 Cap:2 Version 6.0 HiSQV Bases: 118 Plate Name: 20231214_GNP
CGGG AATIC TIATCA TGTCT GG ITC(AATTAACCCTCACTIAAAGGGAGITCCGCGGCCGCGGIACTTTTTTTTTTTTTTTTTTT TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
1 10 19 46 TP T 73 82 91 100 109
BamHl T3 promoter Notl (
vector
930
s Wm0 WA Mt“ﬂ“ﬂl
o RSN WU SO AV N WANAAMABAMAMAMARAMAMANAAMARARARANARAAAAMARARARAAN
TTTTTTTTTTTTTTTTTTTTTTTTTTGTTTIAAAAAAAATTTTCCGGACCAAAAAAAAAAAATTTITITTTTTTTTTTTTTCCCCCCCCCCCGGGGGGGGGGGGA AAAACCCAAAY
118 127 136 145 154 163 172 181 190 199 208 217 226
930
465
NAAR
0 “““““““““‘ \AAAAAAANAAAASAAARAAAAAARAAAAL N\ AAAAAAAAALAAAALAAAAAANAA LA Dmma AAN A“ NAAMAALAAAA A AL
A\AAAAAAAAAATCTTT CC GACCAAAAAAAAAAACCCCCCCCCCCCCTTTTTTTT GGAG GGGGGGGGGGG GGGGGGTCAAAAAAAAAACCCTTTTTTT TTTTCCCCCCCGGGGAAN
235 244 253 262 271 280 289 298 307 316 325 334 343
930
465
AA AAICCCCCCCATTTTTTCTTTTCCCCAAAAAAA AA Y TTTTTTTTTTGGCGC CGGGGGGGGGGGGCCCCCAAAAAAAARAAA AGG GGAAAAAAAAAATA
352 361 370 379 388 397 406 415 424 433 442 451
930
465
GGGGGGTTTTTCCCCAAACCCCTTTTTTCCCTTCCAAAAAAAAACCCAGGGGGGGGGGGAAAGT TTTCCCCCCTTTGGGTTT AATTTCCGAAGGGGGGGTTTTTT TTTTTTIA
460 469 478 487 496 505 514 523 532 541 550 559 568
930
465
ACCAAACCCCCATTTTATTTAAAAAAAACCCCCCCCCGGGGAAACCCCCCCCTTTIGTTGGGGGCCGCCCGGGEGGGAAAAAAAAAAAACCGGTTTGGGTT ITTTTT TTTTTT
577 586 595 604 613 622 631 640 649 658 667 676

opherogram Data Page 1 of 2
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A% BIOS pplied 7677 _RBd47D07_B3Ld_GNPmixture_C01_03_ABIO8 Inst Model/Name 3500/3500 Instrument

yEkems ’ . : _ 7677 _RBd47D07_B3Ld_GNPmixture Dec 14,2023 03:20PM, JST
SIN G:8 A112 T:9 C:11 Primer C : Poly(A) region primer #0 KB_3500_POP7 BDTv3.mob Dec 14,2023 03:50PM, JST
KB.bcp ETTTTTTTTTTTTTTTTTTTTVNN & Pts 1281 to 13823 Pk1 Loc:1258 Spacing:12.17 Pts/Panel1350
KB1.4.1.8 Cap:3 Version 6.0 HiSQV Bases: 757 Plate Name: 20231214 _GNP
GAAATTITAT TG TACI/GAAAAA FAAAIT GATTTT GCAATGATTTTCTCTCC(ACAAAAGC GTGGGTGAAAACCAGTAACTTATAAAAATACTTTCGGACTCTAATAATACATACAT
10 19 28 37 46 55 64 73 82 100 109
1206 —t— NM 016042. 4(-1060)
s A oo K v o o s
0 X SN QA A VWA VI e A AN A AR A AN AV
TCACACCTTATCTTCTGAGTATT TAAATGGGGGAGGTTCACCTG AAAAAACCCATAGTTTT TTGCCTCAACTGACCTGTAAAAAAGTCCACCTATATCAACTTTCT GCCAAT
118 127 136 145 154 163 172 181 190 199 208 217 226
1206 ‘ ‘ ‘
603
0 ‘A “m“““ M“ﬂm ““ M iaasna A an s AN A AN A apANAAARAAA A AN AR AR A
CTGGAGAAGATCTGTTTTCTTTGATCTGACGTCATGTGT TCACAAGCTTCTAAAATGTTTGCCAAAAT TAAAGTCTGCTGGATGGTTTTTGCCTTAACCCATATTCT T TCCATT
235 244 253 262 271 280 289 298 307 316 325 334
1206
603 ‘ ‘
o WA M s A AN Asde A AN A A AR A W A A AR A AR AR A AR AN S A AN ARAN A
CATTCCAAATACTATCTCCAGTGGATAGAGTTTTCCCACTTCCTGTATGATTTCACAATCTGGAGCTAATAGCTT TCTAATTAAGCCCAGAGTCACTTTAAAAAGCA GACCAT
343 352 361 370 379 388 397 406 415 424 433 442 451
1206
603
o AN Aﬂ.mAh‘uAhAHHMAA“AAA‘AAA“A“AAAAAAAdA‘unhhthhnhuntA,AAAA.AAAAAHAHMAAAAA‘AAAL
CCTGTCCAATGACACCCATTCCATTGGCTCGTCCACAGC TG TCAATACAGACCATCTCTGGTTCCATG ICTTTAT TAGCAACCACAAATTG GCCATAGATGAGATCTCCAACC
460 469 478 487 496 505 514 523 532 541 550 559 5
1206
603 ‘
0 N uuAAMmmhuuﬂnumumAAhmnuJAmumh_muAmanuAummﬂ“AAAAAAAALMAAAAAAAA
TGCACATTTGGT CTGTTTCTTTTAGTTGCACCTTCA \ TGACAAGTAAGACAAAGAAGCTGGCTCACTCCCTCCAACATCAACTTTGAATATATC TCCAGATTTA GCTG T
68 577 586 595 604 613 622 631 640 649 658 667 676
1206
603
o MWW A WAV A AN AN NN N AN DAY

Printed on: Thu Dec 14,2023 05:29PM, JST Electropherogram Data Page 1 of 2



A% BIOS |Ied 7677 _RBd47D07_B3Ld_GNPmixture_C01_03_ABI08 Inst Model/Name 3500/3500 Instrument

stems .
y 7677_RBd47D07_B3Ld_GNPmixture Dec 14,2023 03:20PM, JST
S/NG:8 A:12 T:9 C:11 KB_3500_POP7_BDTv3.mob Dec 14,2023 03:50PM, JST
KB.bcp Pts 1281 to 13823 Pk1 Loc:1258 Spacing:12.17 Pts/Panel1350
KB1.4.1.8 Cap:3 Version 6.0 HiSQV Bases: 757 Plate Name: 20231214_GNP
CACTATGCCAATCACATGGTCTCCTTTTIACTGGAACATACCGC TTCTGCTG AGAGTCCAC CCAGT AAACACCGCC GCCGCTGCCAC TGC CGGGGC TCC TTGT GACGGGAG
685 694 703 712 721 730 739 748 757 766 775 784
1206
603
GCG G CCCGC AC TI1GGGTGACCAACC A GG CGGGTCCC CACAGCGC CGAAGGCCCCGG AC CGC AT ZCAAAC GCG C 2CCC GCGAAGCA C GC TCTAAGCA TT C AG(GC TC AACGGGTCG CTC
793 802 811 820 829 838 847 856 865 874 883 892 901
1206
603
CACTGCZCCCCCC ZGGGG CCTTCC GCGTCCTCC TGTT CC GCEGCAGGAACC ACGC T (C 1C ACCC GGG AGCACC ACCTIG ACCTAG TACTIG TG CCTTGCAGCGGC GCG CTCIT GC TG
910 919 928 937 946 955 964 973 982 991 1000 1009 1018
1206
603
CCCGCGAG /IGGATTCA CCCGC G AC AG ACGCAGGITITC(GGG CCA TCA (C GGGGCCT C(ACCC AAAICA CCC A ACATTCC ATCGTA AAAT CCCCITFTACGG G AGGGC CCT
1027 1036 1045 1054 1063 1072 1081 1090 1099 1108 1117 1126
1206
603

Printed on: Thu Dec 14, 2023 05 29PM JST o o Electropherogram Data Page 2 of 2



