Gene Engineering Division
RIKEN BioResource Research Center

RIKEN Clone ID : RBd30A06 Lot# : 7677_A8K2

Vector : pGCAP10 Gene NRP2
RefSeq_mRNA| NM_003872.2 6656 bp |

NRCD Human Full-Length cDNA Clone

@ Plasmid DNA purification
Date : /9 /106 Culture : LB (100 ug/ml Ampicillin)_5 ml -> at 37 deg C O/N

Date: [§//© 7 Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: {1107

DNA concentration (0.D.): 64{‘ ng/ul
< Size of fragment expected from this clone >
DNA x5 wl
Enzyme (BamHI) 1 ul BamHI 3.1kb (vector), 3.3, 1.8, 1.7 kb (unsure)
...... i == o .
T dH,0 6.5 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)

@ Confirmation of the insertion sequence @ Adjust plasmid DNA solution to 25 ng/ul
Date:[{”ﬂj Date:/;!///l
Prigar & SGCAP—F DNA (6% ng/ul) 4.0
Primer B pGCAP-R JOx TE e R2:0 ol
Primer C Poly(A) region dH,0 il ul
List of  |http://dnabrc.riken. Total 220.1 ul
Sequencing |jp/en/NRCDhum2e
Primers n.html

@ Shipping
J Conc. : 29 nglu Q, Volume : 40 U Q

T ==EErreTT _W. Mol 'HD

APPROVED BY :

http://dna.brc.riken jp/index.html



Applied RBA30A06_A8K2_pGCAP_F_GO01_19_ABI24 Inst Model/Name 3500/3500 Instrument

Binsystems RBdA30A06_A8K2_pGCAP_F , Nov 09,2018 09:54AM, JST
SING283A:271T:162C:343 . ) KB_3500_POP7_BDTv3.mob  Gray line indicates quality value Nov 09,2018 10:11AM, JST
KB.bcp Primer A : pGCAP'F Pts 1791 to 8707 Pk1 Loc:1759 Spacing:10.75 Pts/Panel1350
KB1418 Cap19 5 CTCAGTGGATGTTGCCTTTAC 3 Version 6.0 HISQV Bases: 703 (@Y) < 40. Plate Name: 20181109_GNP
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GGGGAGGLAGAGRATCGCGAGCG GGC CC GCCIGC GCCGGCCCCC GCACATCCTCAGCCGCACAGACACTCGGCGAGGTGGAGGTG GGGCGGGCGC(. GCG CT CGC
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PG AGGGGCTCGCTCACTCCCAGGCGATCCCAGCCGCCACCGCCGCCGCACCAGCAGCAGCAACAGCAGCAGCAGCTTCCTTCCTCAGACTCCCCTCG AGAGGCTGGCC GCGGGI
231 241 251 261 271 281 291 301 311 323 331
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'GTAGCCGTTGGGGGAGGCTCCCGCCGGGGE AACCCGGCG AGGAC GAGCAGGGCGGCCGCCTTCCACTCGGGCTGTCCGGCGGCGGCTGCCTCCGCCCGTGTGTCCGTC

341 351 361 371 381 391 401 411 421 431 441 451
1046
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GTGCCGCGGGATGTGTGTCAGTTTACGCCTCTGAGATCACACAGCTGCCTGGGGGCCGTGTGATGCCC GGI GCTAC TC TCCTEC TG EGTGAG GT.GG TTCCAGCAAG
461 471 481 491 501 511 521 53 541 551 561
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TAGAGGTG GAC GCCACCAGGACTCAGGAG GG \WCGCTGACCATTAG CELTE TGCEATE GACGTTGT GGALGG
51l 581 591 601 {7 i 621 631 641 5il: 61
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Applied

Inst Model/Name 3500/3500 Instrument

A RBA30A06_A8K2 pGCAP_R_HO1_22_ ABI24
Slosysteins RBA30A06_ABK2 pGCAP_R Nov 09,2018 09:54AM, JST
SIN G:68 A:58 T:89 C:68 Beitiee B HOATR KB_3500_POP7_BDTv3.mob Gpay Hoe iodicstes quelity valus  NOVOSZOIB{DCTTAM, ST
KB.bcp Pts 1817 to 8707 Pk1 Loc:1785 Spacing:11.0 Pts/Panel1350
KB1418 Cap:22 5 GCATTCTAGTTGTGGTTTGTCC 3 Version .0 HiSQV Bases: 258  (@V) < 40. Plate Name: 20181109_GNP
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pplied

Bl osystem s RBd30A06_A8K2_GNP Mixture_A02_02_ABI24 Inst Model/Name 3500/3500 Instrument
RBA30A06_A8K2_GNP Mixture Nov 09,2018 09:54AM, JST
SINGHI8 BPA TrGiR8 Primer C : Poly(A) region primer #0 KB. 3500 PORY_BDTva.mok Gray line indicates quality value NDV.09'201810:11AM'JST
KB.bcp Pts 1829 to 8707 Pk1 Loc:1797 Spacing:10.9 Pts/Panel1350
KB1.4.18 Cap:2 5 TTTTTTTTTTTTTTTTTTTTNNN 3 Version 6.0 HiSQV Bases: 687 (@QV) < 40. Plate Name: 20181109_GNP
GTTTTCCTCTGGGGCCAGG ATCCACCACTG G TTAGCAGCAGGTCTTG GGG TGRARGGEGGEGGTGATAG G TG AC G
1 Tl 21 31 41 51 61 T 81 91 101
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i GCAGOCGGTGGGGEGGCAGGGCGTGTGCATC TCATGG ATG GG ATACACAGTGG G ACAGGACGGTGC TITACTTGCAGTCGTGCTTCTCGATTTC GTG ~GGGTTG GTTGAGG
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TCTTCTGGTTGGGTTCG GGGGCGT TCCACTCGCAGTTCTGGTGGGAGGGGTAGTCCTGGGGGT CCGGG MG AGGTG ATATAGCCAGCATCTTTGG T e
220 231 241 291 261l 271 281 291 301 311 321 331
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CGACCTECCECACCETGEGETOCTGETIGGCCTCTCACT TGGT GT CT TG AR GTAGAGGGCT CCCALGGTGAGAGG ACATATCCATTTTG GAG GGTGGCTCTTTCC
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764
382
0 AN A MANANANANNAANNANCNNNANNANACASCAONANA A e NN e e SO

Printed on: Fri Nov 09,2018 10:41AM, JST Electropherogram Data Page 1 of 2



