NRCD Human Full-Length cDNA Clone

RIKEN Clone ID : RBb02H11

Gene Engineering Division

RIKEN BioResource Research Center

Lot# : 7676_B1Fg

Vector : pKAT1US Gene

HRH3

RefSeq_mRNA] NM_007232.3

2692 bp |

@ Plasmid DNA purification

Date : 2/.06.15

Date: 2(.06.lb

@ Digestion by restriction enzyme/Concentrarion calibration

Date = 1]‘06 l%

Culture : LB (100 ug/ml Ampicillin)_5 ml -> at 37 deg C O/N
Purification : QIAGEN Miniprep kit —> dH,O 100 ul

DNA concentration (O.D.): Y05  ng/ul
< Size of fragment expected from this clone >
DNA 0,25 ul
W"Enzyme (é.;mHl ) 1 ul BamHI 3.1kb (vector), 2.6, 0.3 kb (unsure)
"~ Buffer H 1 ul
dH,0 7.75 _ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)

@ Confirmation of the insertion sequence
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@® Adjust plasmid DNA solution to 25 ng/ul

Date : 21.0d.2 Date :21‘0&:5/
Primer A pGCAP—F DNA ( 405 ng/u) 8.0 ul
Primer B pGCAP-R 10x TE 1263 ul
Primer C Poly(A) region dH,0 j059.3  ul
List of http://dna.brec.riken. Total 12636 ul

Sequencing |Jjp/en/NRCDhum2e

Primers n.html

@ Shipping
d Conc. : 29 ng/u 2, Volume: 40 ¢ 2

o e i e

APPROVED BY :

http://dna.brc.rikenjp/index.html



7676_RBb02H11_B1Fg_pGCAP_F_A03_03_ABI24 Inst Model/Name 3500/3500 Instrument

7676_RBb02H11_B1Fg_pGCAP_F Jun 17,2021 10:02AM, JST
SIN G147 A6BTB6C216  puinor A pGOAP-F KB_3500_POP7_BDTv3.mob Jun 17,2021 10:17AM, JST
KB.bcp : Pts 1891 to 8708 Pk1 Loc:1859 Spacing:10.46 Pts/Panel1350
KB14.1.8 Cap:3 5 CTCAGTGGATGTTGCCTTTAC 3 Version 8.0 HiSQV Bases; 672 Plate Name: 20210617_KatoClone
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IGGCCCCGGCCCCGCGGACCATGCGC TGGGCGCCCCCAGGGGARCCCGACCCGGCCAAGGGCCCGCAAAG RBCGAGGC TCCCGGEGCCGGGGECCCCTCCCGGECCGCCCAGCTCTCGE |
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CCGGCGCCCTGCCCCGCGTCCCGGAGCCGCGETGAGCCTGCGGGGCCATGG AGCGCGCGCCGLCCCGACGGGCLCGL TG CGCTTCGGGGGCGCTGGCGGGCG GGCGGCGGCGGCG
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‘5 h @ Blg%"'&%ms 7676_RBb02H11_B1Fg_pGCAP_R_B03_06_ABI24 Inst Model/Name 3500/3500 Instrument
7676_RBb02H11_B1Fg_pGCAP_R Jun 17,2021 10:02AM, JST
S/N G:33 A:35T:22 C:38 Primer B : pGCAP-R KB_3500_POP7_BDTv3.mob Jun 17,2021 10:17AM, JST
KB.bcp Pts 1834 to 8793 Pk1 Loc:1802 Spacing:10.73 Pts/Panel1350
KB 1418 Cap6 5 GCATTCTAGTTGTGGTTTGTCC 3 Version 6.0 HiSQV Bases: 121 Plate Name: 20210617_KatoClone
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GGCTTGECCACCCGEGGRGGEGEG GG TGTTT GCCCACC GBGG GT GE GGG EF AICCAAGGGCGG CAGGTCARACGGAICCCTTIC CGGAGGG AGGAGGGCCT GGGACCCCACACCTGGEE
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ATCCAACCECGACCCCCTCH ATTTTGTC TCTT TTGAT TARATTTT CECCGGA ACTT Al LA ACACCE EATGTTITET TET TCATCT T TC TGAITARAECGECCCTCGA AT
461 471 481 491 501 511 521 531 541 551 561
932
) -
. QAMAA“ N WA g N A \m A NI MM&L; ATV Y 0 i VoA O
GG s 5CAA A 2T TGGA AAGT TC C1 GG LCC ECT TGACAC TTICTG GGG GCCCA Ta TT GGG EAGAGEIT TATGGGGC/IGGGCCTGGAGG C T
571 581 591 601 611 621 631 641 651 661 671

Printed on: Thu Jun 1% 2021 11 28AM, JST
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SIN G:55 A:37 T:14 C:28 Primer C : Poly(A) region primer #0 KB_3500_POP7_BDTv3.mob Jun 18,2021 10:02AM, JST
KB.bcp Pts 1805 to 8706 Pk1 Loc:1773 Spacing:10.39 Pts/Panel1350
KB1.4.1.8 Cap:11 5 TTTTITTTTTITTITITTTTVNN 3 Version 6.0 HiSQV Bases: 634 Plate Name: 20210618_GNP
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