NRCD Human Full-Length ¢cDNA Clone Gene Engineering Division
RIKEN BioResource Center

RIKEN Clone ID : ARiS194M10 Lot# : 6607 _A3L6
Vector : pGCAP10 Gene GNAI1
RefSeq mRNA| NM 002069.5 | 10083 bP_

@ Plasmid DNA purification
Date : {3209 Culture : LB (100 ug/ml Ampicillin) _5 ml —> at 37 deg C O/N

Date: | 3210 Purification : QIAGEN Miniprep kit —> dH,O0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: |3{210

DNA concentration (0.D.): 200 ng/ul

{Size of fragment expected from tfi% Clo'ne)

DNA s DAL
Enzyme '(-BamHI ) 1 ul BamHI 3183(vector), 7§03, 2481 b{;(unsure)
Buﬁ:erH1u|
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer
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Marker : 2-Log DNA Ladder (NEB#N3200L)

3.0
N
0.5
@ Confirmation of the insertion sequence @ Adjustment of DNA concentration
Shipping amount : 40 ul
Date : ! % 2 1 Concentration at the time of preparation of plasmid DNA : 25 ng/ul
Primer A pGCAP-F Date : /5/2 /2
Primer B pGCAP-R
Primer C Poly(A) region DNA (200 ng/ul) oo 6220
List of  |http://dnabrc.riken. L KL B -
Sequencing | jp/en/NRCDhum2e dH,0 5‘27 N ul
Primers n.html Total [2\70 P il

APPROVED BY :

http://dna.brc.riken.jp/index.html



N\ g os;lflsi%ms 6607_ARiS194M10_A3L6_pGCAP_F_A07_01 Inst Model/Name 3500/3500 Instrument
6607_ARiS194M10_A3L6_pGCAP_F Dec 12,2013 11:09AM, JST

S/IN G:21 A:13T:16 C:14 . KB_3500_POP7_BDTv3.mob Dec 12,2013 11:36AM, JST
KB.bcp Primer A pGCAP-F Pts 1418 to 13603 Pk1 Loc:1395 Spacing:12.01 Pts/Panel1350
KB14.18 Cap:1 5 CTCAGTGGATGTTGCCTTTAC 3 Version 5.4 HiSQV Bases: 1033 Plate Name: 20131212_mix
CYITOTEE FACR TUTTIATT TOL GOF OF GCT GLTCGAGTET CGACGGCCAG TACGTAT T TAATACCACTCACTATAGGGAATTT TCAAT TEEatECTECCEBCEEGE

1 11 21 31 Xhafl 5}/” . ¥ 615 BT 71 17 byt i 9l Syl 101 111
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o DGR o) Il .u‘uhm‘.uundununum mduhmmhﬂﬂmdhﬂ Mulnhm

CGGCGGG AGTGCAGCGGC CTG1T CCAGAGAT TC EEEC CCCGG TGGGGGCGCTGAGCCG G TGETCETGAGGARC
T21 - 131 151 161 LAl 181 191 201 211 221

- Termipal Segwewce VM-002069.6 (20~ )

Victor

1144

u.ulmmuhmmxm muuhhnuummmummluuuml.mluuhum,hh mu“ﬂhmll

CCCETTEECTGEGTETGOCEET GCGGACAGC GTCTCCCT GCTTIAGG GTGGTGGGGGCGGCG CG TCGGG AGGCGTTCG CGCCCGCTAGGAGAG
231 261 281 291 301 311 32 331 341

1144

b lﬂﬂhﬂudnﬂnﬂuﬂunhhhnhnﬂhuﬂLhthuuﬂhuLuunddﬂﬂunhhunlnuﬂdddx

TGG AGC CGGGCGCGGAGGGAGCGGCGGEGCAGGCTCTCGCT CCLTGGGCTGCACGCTGAGCGCCGAGGACAAGGCGGCC GGTGG G C
351 361 B 381 39T 411 (_'t e 421 431 441 451

1144

H mluummmmnhhmmmhAlmmmAmmhmlnummmAhmlunmhh

GGAGTAAGATG CGTGAGGACGGCGAG GECGGCGCGCGAGGTC GCTGCTGCTGCTCGGTGCTGGTG TGTG GC
461 471 481 491 501 511 521 531 541 Lok 561

572
0 ‘ \ _ ; [\

TCCATG AAGCTGGT TCAG GAGGAGTGTA: CAATAC: AGC TG GTCT C GT EAC BATE CAG TE TTATTGCTATCATTAGGGCTATGGG
581 591 601 611 NMUOIOH@ F2. 631 v 641

1144
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pplied

Y BI osystems 6607_ARiS194M10_A3L6_pGCAP_R_B07_04 Inst Model/Name 3500/3500 Instrument
6607 _ARiS194M10_A3L6_pGCAP_R Dec 12,2013 11:09AM, JST
SIN G:25 A:35 T:39 C:21 _ B bGCAP-R KB_3500_POP7_BDTv3.mob Dec 12,2013 11:36AM, JST
KB.bcp Primer 5 p , Pts 1420 to 13377 Pk1 Loc:1397 Spacing:13.25 Pts/Panel1350
KB1.4.18 Cap4 5 GCATTCTAGTTGTGGTTTGTCC 3 Version 5.4 HiSQV Bases: 212 Plate Name: 20131212_mix
| G AAIC TIATCATG TCT GGITCC AT TAACCCTCACT AG GGAGITCCECE GCCGCE G TACT TTTTPT TTT TP TITITTIT TTTITTTT TTTIT TTTT TITTTTIT TTTTTTTT
1 31 51 MET 61 71 81 91 101 111
Bam'-!I T3 PrO'fr‘.UJC?J" vecter,
700 U %ot
22 A I ; l 1" I
> AL Wl Ay
TP TT-EPT TTTIE YT GEEER EPETT TETT AT 6 edled GGGGGGGGGGGGGGGTCCCCC TTCCGGGECT TTTCCGG(
123 131 141 151 161 171 181 191 2101 211 2270
700
350 ‘“ “l
A A allandd I ‘ l.. \ A ‘ 0
0 “““““ MMM! ARAAALL huaﬁh NAAAAAAAAA A ARARAAARAALELIAAA un “ hhullu , N HH\ u!
| SGCAGGAAC L : “GGGGGTTTT CGGGG i 3 AACCCEGCEET TECE . GECATTTITIT TTTTIT TTCC COEE CECEECE AAC CCC TGGCC
231 241 251 261 271 281 291 301 Sl 323 331 341
700
350 ‘ l ‘“
A a [ A A A l,
0§ h‘h‘i.\m-ﬂ“ AAAANAY M“" :!A\“ ANAAR AAMMAMAAARRA ‘\“.“M“n A ““ ‘« ‘. M, u.u‘mu"\\ h“
CEEE T ACCC G GCC LV AGC CC CCC GGG CEEC CCETT TG GER TTTC EECC TAGGE BBIEE CCEEECECCT TTAAL
5] 361 341 381 391 401 411 421 431 441 451
700
350 ‘ “
0 d.l.l\“h..h.““\\hn AR “A!.H ARG/ VA AANA E-.«A.h.s.h‘!hh.AA.&AMAMU:HM“.\fm VAAAARARAARAAAS A-\MNMM.
CCGGECCTTTTTTTTCLCCECGRBGLGGGGRECCCCTEGGBE T3 FEEE ' TETD TIE T e Ys ! : ’ : CETTTGGGCE CACCECCC AGCT
461 4771 481 491 501 511 521 531 541 551 561
700
| 350 ‘
a [} l‘ A A A ‘ A ‘
o \AAAAARA AR MAMMAAARAAARNAANAA A AMAAARKGAAA A;A AR i\ﬁA AN AAMAAANANA ARV LRARAARA
TTTEECET TTLACTTTTGGGGGGGGGGCC CCECACCCCAR AACCC [GR 6L o TTGGGTTG? GEETTETICEC CEG G CGGC: : TT
571 581 591 601 611 621 631 641 651 661 671
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Applied 6607_ARiS194M10_A3L6_GNPmixture_C07_07 Inst Model/Name 3500/3500 Instrument

S
Biosystem 6607_ARIiS194M10_A3L6_GNPmixture Dec 12,2013 11:09AM, JST
SIN G:78 A:125 T107 C:6 primer C : Poly(A) region primer #0 KB_3500_POP7_BDTv3.mob Dec 12,2013 11:36AM, JST
KB.bcp , Pts 1410 to 13708 Pk1 Loc:1387 Spacing:11.92 Pts/Panel1350
KB1.4.18 Cap:7 5 TTTTTTTTTTTTTTTTTTTTNNN 8 version 5.4 HiSQV Bases: 1040 Plate Name: 20131212_mix
1 CTTCGGET T1 TICEAG TATACATAT T ©€TA G AT GGGCTGT Pl T ITCE TS TATT TTARCT GTACTT TTTACAGGACATG ACAT T GETETTT
| 1 14 2 3L 41 51 61 q 81 91 101 1.3,
[ 1106 NM,-OO:LOGC{\H '\Iftﬂb)
| 588
: .m.,um s‘ Y e WMy WA
CTG GCAAACGT TAGTCTGTCATTCAGT GGTATATTTATGT TATTTCCAAAGCCATCACCCTAAAATCCTARAGTTGLLACTC T cerT RTAATGTC
121 131 141 151 161 i 181 Vo1 201 211 221
1176
- \! | [\/\I\N\A/\/\MMNV\[\MANV\/\N\AM
o A ) l il | A ARAAMAAA AR A
2GS GTCAT ATACATGT TACATTTGCATATT TACACTTATGCAGAARAATCATC TATACTAGAGCCCAGCTTT GRETE TCETIECAG TT TEACACTE.C
231 241 251 261 271 281 291 301 31T 321 331
1176
S ‘ /\/\NWWW\/\ A/\[\MA/\[\[\AM
0 A \ N\ Aﬂﬂﬂﬂﬂﬂ AW
GGACCATCTGTCACATTTAAG ! ARG GTCC T TE T ETTAC T TCAG TP A nAACH s ACAGA ACH CTTTGGTC GTCCCAGRTGCATTTGCE TTATATT TTC TG TG TT
341 351 361 7L 381 391 401 411 421 431 441 4%
11786
™ f\f!/\/\AI\A/\J\/W\AM/\NV\AAN\A/\M\M/\W\AN\MAMM
0 A AMW\N\MMMMMAAAMMNMMMMMAMAMNMNMMMN
! GCTGC GACTCTIAGTCTACAGAGATCCATATAT GTACTCATTTGGTTTG TGCATTTTACCATG CTGEE 4 GAGACCAC TETTTIAGATTATTTT
31 461 471 481 491 501 a1l A 531 541 551, 561
1176
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0 MWAMWAMMWMMMWMWMMWMMMM
TTAT GATGACATCTGTTACAGCA CTGCACATTCTTAGTATCTGTG GCACATGTG GTGGGTGTATATTTCC T TTGTGTCCTTTCTTTIATTGAGGTCT!
571 581 591 601 611 21. 631 V 641 651 661 671
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