NRCD Human Full-Length cDNA Clone

RIKEN Clone_ ID :ARiS161G17

Vector : pGCAP10

@ Plasmid DNA purification
Date: |20%00L

Date: | 2030

Gene

Accession No.

Gene Engineering Division
RIKEN BioResource Center

GOLGBI1
AB371588.1 11198 bp 1.11198
cDS 9810 bp 112..9921
5" -terminal
SeqUEnce 11198 bp 1.11198

Culture : LB (100 ug/ml Ampicillin)_5 ml_ —> at 37 deg C over night

Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : L20%07

DNA concentration (0.D.):__ 310 ng/ul
DNA 0.2
Enzyme (BamHI ) 1ul
Buffer H 1ul
dH,0 7.8 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer
Marker : 2-Log DNA Ladder (NEB#N3200L)
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<Expected size of fragment from AB371588.1 >

3138,.11399 bp

@ Confirmation of the insertion sequence @ Adjustment of DNA concentratinn

Shipping amount : 40ul

mw—:‘lof‘?f’_? Goncentration at the time of preparation of plasmid DNA : 25ng/ul
Primer A pGCAP-F Date : 1 20¥0Y
Primer B pGCAP-R o
Primer C Poly(A) region primer DNA ( 210 ng/ul) 56 ul
i 10x TE ul
S List Of. http://dna.brc.riken,jp/ deO f‘O{;‘;
epqyencmg en/NRCDhum2en.html 2 3138 ul
rimers Total YO

APPROVED BY :
http://dna.brc.riken jp/index.html
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>vu__mn 6607_ARiS161G17_pGCAP_F_A06_03 Inst Model/Name 3500/3500 Instrument

» Bio m _
m<m.nm . 6607_ARiS161G17_pGCAP_F Aug 08,2002 11:31AM, JST
S/N G:167 A:108 T:125 C:105 Primer A : pGCAP-F KB_3500_POP7_BDTv3.mob >.._.m 08,2002 11:56AM, JST
KB.bcp Pts 1266 to 12731 Pk1 Loc:1243 Spacing:11.39 Pts/Panel1350
KB1.4.1.8 Cap3 5 oeo»@emmﬁmﬂmooeego 3" Version5.4 HiSQV Bases: 1009 Plate Name: 20120808_DNAbank-GNP
CGT CCTCEG C /A 1G TTC T TC TGC TCTAA AGCT GCTCGAG TGTAAAACGACG GCCAG TACGTAT TTAATACGACTCACTATA GG G? AAT GAATT|GGAGTCCCTGGC GGG

1 11 21 31 Xhol 41 51 61 24 81 Swal 91 mwemw 101 111

1066 Vector __awm rt
CGCGGEC GG TGGAAGGEGTGTCGCGTACGGGCTTC CGTGGCT’ { mmn mommmm, "\GCTGGAGCCT ! mm)mnﬁ AGCGCTTCT A m GCCGATTA
121 131 14 .., 151 161 181 201 I 221

5 _Ter minal

mem %%,%_ » b wwwcmm_ﬁm>_,, ! ;s; _; i L, ol __ gl

> il ot ol
. e%égém m » m—\,—_.m. :::—::E»:—:p :—w::mm: :-:_ =>rm NN __
TP 1 SR N MO RO P .

1066

. 35?%?%%552? e L T e,

_u,.__:ma on: Thu Aug 08,2002 02:51PM, JST Electropherogram Data Page 1 of 2




;._c
%MW %_w.wu_‘%mam 6607_ARiS161G17_pGCAP_R_B06_06 Inst Model/Name 3500/3500 Instrument

6607_ARiS161G17_pGCAP_R Aug 08,2002 11:31AM, JST

S/N G:24 A:18 T:33 C:19 Primer B : pGCAP-R KB_3500_POP7_BDTv3.mob >cm. 08,2002 11:56AM, JST

KB.bcp , Pts 1248 to 12987 Pk1 Loc:1225 Spacing:11.6 Pts/Panel1350

KB1.4.1.8 Cap:6 5 GCATTCTAGTTGTGGTTTGTCC 3’ <mqm.o: 54 HiSQV Bases: mwm Plate Name: 20120808_DNAbank-GNP

CIGA ATC TTAT(A TG TCTG GITCC AT TAACCCTCAC TAAZ GGGAGAT C GC m..m..znm_m GG Ti rIrrrreTOTTTTTTTTTTTTT TTCT TT T TTT T TTITTTET T TTT T YT T T T

1 10 19 15 o N st 73 82 91 100 109 _
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i I ek L P T T T T T TTTTTT LT | hatd 1 Ll i oL el b ol ) ke ol L1 LI bt Bl 1 L | - - | | I T [ o b S A F 5 s

118 127 136 145 154 163 172 181 190 Gm mom 217 m

GAGGGGGGGAGGA AN CCCCCCCCCCCCCC GA 7 TAAAAT GGGGGGCGGCC GGGGGGGGGGGGGGGGGGGGGGG GGGGGGGGGGEGGGGGAAGGGGE C » GG GG _
26 235 244 253 262 271 280 289 298 307 316 325 334 |
512
256
GCCCCCCC GGAGGGT CCGC CGT AA CC CC GCGC C G T TTTGCTTOC A CC GGG GGGGGG GGGGGG TTTTT TTTTTCCC(
343 352 361 370 379 388 397 406 415 _

o i AT N

I BAC CCCCCCCCCCCCCAAGAGGC AGGAGCE G(AARARGGGGCCGAZ ACRAA AR’

PTTTEGT GTG AGAAARAARARGGTTTTCATTTTTTCCC CG CGGC GGG TCGCC GGCGGEG

424 433 442 451 460 469 478 487 496 505 514 523 _
512
256

O —_— L O PO i 5 5 BN o a5 PO o~ L-T L% i D Dt o~ . . - o - -~ -~ A PR O O

GGT GG C AACCCTTC CGCCCCGAGGA A AJ ATAT AAR AATGTC GA G (G GGCAG CAG C/CCGGGGGGGGGCGG CTGGGTCA TGG GGA IGG" G GCGGGG GGG,

532 541 550 559 568 577 586 595 604 613 622 631

512 _
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g MWWU_“MMBm 6607_ARiS161G17_GNPmixture_C06_09 Inst Model/Name 3500/3500 Instrument
6607_ARiS161G17_GNPmixture Aug 08,2002 11:31AM, JST

S/IN G:57 A:38 T:43 C:40 Primer C : Poly(A) region primer #0 KB_3500_POP7_BDTv3.mob Aug 08,2002 11:56AM, JST
KB.bcp Pts 1236 to 12686 Pk1 Loc:1213 Spacing:11.38 Pts/Panel1350
KB 1.4.1.8 Cap:9 5 TTTTTTTTTTTTTTTTTTTTNNN 3 Version 5.4 HiSQV Bases: 993 Plate Name: 20120808_DNAbank-GNP
CTG IATTAT TTITMA G TTGTTCRA GG RRACT TCC(I G ITGTTGTAACCAAGATTTAATCACCACAG TAGATTTAG GCAGATCAGTCAGCCCACTTGTCTTCTCTCTTCTT

19 28 37 46 55 64 73 82 91 100 109 |

TAGGGAGAGGCTAGGCAGTG CACATCATGTATGCAAT GAG A! IAACCAACT GGTAGGAT GGG GGAGGGGAGGG GAGGCAGGG AATAGGCAC? TGGAATTCTATCCT{
118 127 136 145 154 163 172 181 190 199 208 217 22

1274

b :52?%25?%;%&%?2%2?5?55??5%?% 55?%2?5@?2%%

SGCTGTCCTTCTCAGGTCTATC TTTAATTTTGTCTTCTCTAT 'TCCATTGCC \GAGGGCAGAGACRARATGGGGCTGAG CTGTAAT IGTCACT
6 235 244 253 262 271 280 289 298 307 316 325 334

1274

637
0

SCAAAGTAGCTTAGTACTTCAAGAGGTCAGGAGTTGCAGTGT GGTGT GACCAGTCAGACTCCTG GCTGAGAGTCRAT GCCT TAT TGGCTCCCAGTGGCCCCTGAGCACT|
343 352 361 370 379 388 397 406 415 424 433 442 451

1274

637
5 %ié?zéaéa_/\/iggga&&%??%?>>

GTC AG GGTCCACATTCCA GGAATATTCAGATATTCCTGG ' GAC GAATT GGAACCCTGC TGTCCRATAGACACTTCTCCCTGCCCTTTGGTGRARAGG GACTT GGG(
460 469 478 487 496 505 514 523 532 541 550 559

1274
637

0 (sx<§>>>>>>>>§ S?uég/§%§/\§2§,?§<<§§$§%§s§525252522@?5
CACTTAAT I TAGT LCATGTGAT CAAGGGC VWG C GGGATTCT o4 e .CCTGA! C 5 TTGGCAGGG
568 577 586 595 604 613 622 muu mho mﬁw 658 667 m.:.

1274

637 .
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