NRCD Human Full-Length cDNA Clone Gene Engineering Division
RIKEN BioResource Center

RIKEN Clone_ ID : ARiS161E15 Lot# : 6607_A4D7
Vector : pGCAP10 Gene RAB10
RefSeq mRNA| NM 016131.4| 3785 bp 1.3785
cDS 603 bp 750..1352
5" position 230

@ Plasmid DNA purification
Date : 40408 Culture : LB (100 ug/ml Ampicillin)_5 ml —> at 37 deg C O/N

Date : (40409 Purification : QIAGEN Miniprep kit —=> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : (40409

DNA concentration (0.D.): 4% ng/ul
<{Size of fragment expected from ARIS161E15 >
DNA 0.3 ul
" Enzyme (BamHI)  dul BamHI 3183(vector), 3546, 201 bp (unsure)
Buﬁe,—H1u|
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)

@ Confirmation of the insertion sequence @ Adjustment of DNA concentration
Shipping amount : 40 ul
Date : WO#!C Concentration at the time of preparation of plasmid DNA : 25 ng/ul
Primer A pGCAP-F Date : /404/;
Primer B pGCAP-R
Primer C Poly(A) region DNA (MY ng/a) o J0
List of |http://dna.bro.riken. LI, <N |
Sequencing | jp/en/NRCDhum2e dH,0 3599 ul
Primers n.html Total 4q5\ ?_ ol

APPROVED BY :

http://dna.brc.riken jp/index.html



Appneu

Blosystems 6607_ARiS161E15_A4D7_pGCAP_F_D09_12 Inst Model/Name 3500/3500 Instrument
6607_ARiS161E15_A4D7_pGCAP_F Apr 10,2014 10:25AM, JST
SIN G:29 A:34 T:22 C:35 Primer A : pGCAP-F KB_3500_POP7_BDTv3.mob Apr 10,2014 10:52AM, JST
KB.bcp Pts 1372 to 13384 Pk1 Loc:1349 Spacing:11.86 Pts/Panel1350
KB 1.4.1.8 Cap:12 5 CTCAGTGGATGTTGCCTTTAC 3 Version54 HiSQV Bases: 1036 Plate Name: 20140410_mix
CT TTACGC TGEIITWC. TTE TGCTCET CCTGCTCGAGTGT CGLCGGCC y[}'[ EGT T"T“I TACGACTCACTAT G[/GG 'TT"I‘ AT G 'TTG[ GCCAGCGCGCACGC
1 i al 31 Xha 11 51 615mBI 71 T7 prometss 91 ¢ 101 - ‘
M3 Fued prome Swal W_0l6/31.B(: 6~
1000 Vector €=, nsert
500 r
0o . VY (V) AVYIVVYY ALYV _
CGCCC TG AGAGGCECACGGGG GGTGGCTC"‘GGCCGGGGTCCCTCGGT'I'TCCTGGGGC"‘ TGT CTEAGE TEET CCRETTAGGGETCCT TETTCGC TG CRCTcgceaca!
121 151 161 171 181 201 211 227 z

‘t‘ermmaQ Séyme“nte

%33° WMMMWMMMMMWMMWMMMWMMMWMWWWMMM

[GCTAGCAGGGAGTTTCCGCTCGGGAGAGAGACTGTCCTCACGCCCGC TIGEGCC TCC TCGACGGCAG AGCAGGC TTGC TCGCCCGTGGE GCGTCCCGGCCG AG GCCCTGAG
131 241 251 261 211 281 291 301 311 321 331 341

1000

| WA WY VY

GGGGGAGGGGAGGCCATTTTGICCCGACCGACTCCCCGG CCGGGCGGAGCGGC TGGGAGAGEC TGCGGAGCCGCGGTCGLCCGCCCICGGAGGCACTGGACGE CGCC CTG1

351 361 371 381 391 401 411 421 431 441 451

1000

1

500

o LOVUVHURUYY )\ ._ \ | f /
CG &GGC“TCL.C GCTGTTCGTAGGTCGCCCGCGCCGTCTCG GECT T T T T CCCACEET TCECECEE G TCETCCEBECTEBAL CGCCCGAGTCGAGGAGTTGCGCCGTAGTG &t

461 471 481 491 501 5171 521 531 541 HHT 561

|

1000

» WVWWMWW\/\(\WW’VWMWW V) W l ik

0 W) _ . ‘ N YV /)
sAGGGACCGATCCCTTGGGGCCGLCCGGCGGCGAGAGCCCGAGEECGC TC C T LTGGC G G 'G EE T CGEE CTGCT,TTTCy GC GCTCCTGATCEGGGGATTCCG GAS
571 581 591 601 611 621 S‘tart 631 641 651 4 661 671 &

1000

T Lo N L L e
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Appueu 6607_ARiS161E15_A4D7_pGCAP_R_EQ9_15 Inst Model/Name 3500/3500 Instrument

i m
Biosystems 6607_ARiS161E15_A4D7_pGCAP_R Apr 10,2014 10:25AM, JST
S/N G:13 A:21 T:15 C: 11 . 3 KB_3500_POP7_BDTv3.mob Apr 10,2014 10:52AM, JST
Primer B : pGCAP-R = - - : .
KB.bcp g P Pts 1367 to 13419 Pk1 Loc:1344 Spacing:12.03 Pts/Panel1350
KB1.4.1.8 Cap:15 5 GCATTCTAGTTGTGGTTTGTCC 3 Version 5.4 HiSQV Bases: 249 Plate Name: 20140410_mix
CiCEG 1C TIATATG TCTG GITCL;ATT CCC'TEAC T GGGAG 'I“CCGCGGCCGCGGT‘.CTTT‘TTTTTT'T'I‘TTTTTT“T’i"l"TTTTTTTTTTTTTT‘T‘I‘TTTTT‘TT’E‘TTTTTT'
i 11 21 BapH L 31 T3 promotéy ¥ 51 Netl 61 71 81 91 101 1 B
708 Vector msert
354
P MMMMMAAAMAMMAMAMM[\MMMMMMMMM
I_N FTTTTT T T AT T ETL TTT GGC '1CC CTTIT'ITTCECT LT GGTTGGTTTTTGT TT TTAGGET
121 131 141 151 161 171 181 191 201 211 221
708
354
. p f 2 g A A A —
0 “““““““H’n MARAARA hui“éi“.\hiﬂ“ AN {‘““ MAAAARARAAARRANS *enM“h‘ AR ANAAAALL
A GGG GGGGGGTGGACGGGACC T TETTTE GG s Bl ol ol T TR T T T T T T ETT T T PrrE T TP CELCCCEEOdC CEgOE
231 241 251 261 271 281 291 301 311 321 331 341
708
| g 1““ \i
AR A A ANAAa A I\ A
o AARANAANAAARAAAAAAAN \AaAMaanalli /Al“!‘ AL .A“. AAARI: MNAf NARARA! ““M AAASAALAAAAARAAAAAAAAANY
: r : GGGGGGGTTGGATATT? X T TET T 1) GGG ARG EGEGTTTTTTTTTEC
351 361 371 381 391 401 411 421 431 441 451
708
P i, A ) MW aeap VN
o WARRRANAAN AN ARAAR AR s RAAAARR L A AAAMARAAM A A \AARARAAAAAAARY LM LU ANVUVV
‘ GGGGGGGGGGGEGEGGCE TGGAGG : AGCCCC lITTTTTCCC”’CCCCCCCGCCCCCCCCCCCCCCCGGGGG TTTTTICCGGGGGGGGETTT T
461 471 481 491 501 511 521 531 541 551 561
708
354
AN A AN [\ A l
o AWannrAMARA AR AAAARAARAAMAN ks s anns MV LARAIARY A.AL«AM,...._.__._.., Anhtasro sl s AAAMMAIALLY
GGGGGTTTTTTE 2 LT TT ECCe GGGGGG ECECTT TTT TTTITT AT TTT T9T T TTEE cCtC CGE EC.CCE TTG i
571 581 591 601 611 621 631 641 651 661 671

708
354

A
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'B.‘igg;f[&‘éms 6607_ARiS161E15_A4D7_GNPmixture_F09_18 Inst Model/Name 3500/3500 Instrument
6607_ARIiS161E15_A4D7_GNPmixture Apr 10,2014 10:25AM, JST
SIN G:8 A:11 T:9 C:7 Primer C : Poly(A) region primer #0 KB_3500_POP7_BDTv3.mob Apr 10,2014 10:52AM, JST
KB.bcp . . Pts 1354 to 13444 Pk1 Loc:1331 Spacing:11.93 Pts/Panel1350
KB1418 Cap:18 S TTTTTTTTTTTTTTTITTTINNN 8 yersion 5.4 HiSQV Bases: 557 Plate Name: 20140410_mix
i GCCEGA (CTIT T71GIC T1TA "ACZAIT TT GCAG & GRT TTIG TGAT TGCTATAGGTTTT TETTGAT G CTGGACTAT T'AE C TG TGCAGTTGACGCTGAGC (
1 7 13 19 25 31 37 43 55 61 67 73 79 85 a1l 87 103 109 5
— Wm-0/4131.5 (m/w( )
744
372
0
FEACAT TT T GAAGTCRACAG ACATG AT T TTTCTATACAT I'TTT I TEBTT TG TTATGHT GTCAGCAAGCAL TCACAGA TG iy TAGGTGY
121 127 133 139 145 151 137 163 169 175 181 187 193 199 205 211 217 223 229
744
372
0 VARTAVA" VY ATTAYA ) A A A A/\AI\MM[\[\/\JV\QAM/\M[\QAL\/\AaAAL\/\Mﬂ/\ﬂﬂﬂﬂﬂ.ﬂf\l\an[\ﬂ/\ﬂaﬂl\f\aw
I sCTTGGATAGTT GATGAGAAAC TATCTGTTTAGAGTT TGGACAGAGTGGTTTATT TTGCA GC G GAG CGGGGTAGTGGATGGC CTGATGG c
235 241 247 253 259 265 271 277 283 289 295 301 307 313 319 325 331 337 343
744
. fx1LU\1JXBIVX&A£U1A£U\QJ\A
0 \&[\M\A/\f\f\m/\.&f\n AAMAAAAAAL\!\AAAA/\L\AAAAAAAAANV\AAMMAMMAA /\A[\IXAMAI\MAﬂaA/\A/\DA[\AaA/\AAf\(\AMM
GGA~AG TGCTCACCAGCAT TTGCET CTTCCA GCCTGETEAC GCET ECTCCACTGCTGAT ACATT TTCACTGTTGGGECTIC T TTTACAG GRGTCTT TCGE GGATATETTC
349 355 361 367 373 379 385 391 397 403 409 415 421 427 433 439 445 451 457
744
372
0

TETETTETSE TTT TCE T
541 547 553

ACCATG CTCCCTTGE
aE3 529 235

GTCTC
511

TTT GCACT
489

TTTCET!
493

TGTT 1
487

ACCT GAGGH

GCT
k 463

CGCCT‘”‘”‘TCC
475 481

GG T C

469 284 565

505

2 AMaAaAmmyhmAAAmMmAMNMMMAMMQM
T ETT ERT' TGECATEE TCAT CTA TR TTTET GC(A TTTGCTGiITGTTTTC T TTTEAC R
619 625 631 637 643 649 655 661 667 673 679

TTCTTTCOLAL
607 613

CCTTGlI]CCT GT
589 595 601

L'TTT GTEC ET CCATATC

971 577 583

744
372
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