NRCD Human Full-Length cDNA Clone

RIKEN Clone ID : ARiS023B20

Gene Engineering Division

RIKEN BioResource Research Center

Lot# : 6607 _B2LI

Gene

Vector : pGCAP10

N4BP2

Accession No.

NM_018177.6

9720 bp |

@ Plasmid DNA purification

Date :22.12.22

Date: 22.(2.23%

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 22.12.2%

Culture : LB (100 ug/ml Ampicillin)_5 ml —> at 37 deg C O/N

Purification : QIAGEN Miniprep kit —> dH,O 100 ul

< Size of fragment expected from this clone >

BamHI 3.1kb (vector), 6.1, 3.1, 0.7 kb (unsure)

DNA concentration (0.D.):_ 260 ne/ul
DNA Lo
EHZVIIHP‘.I"E'.:‘" (BamHI ) 1ul
Buffer H 1 ul

dHEO ............... O

Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)

@ Confirmation of the insertion sequence
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : 23 3.2% Date :23. 3.20
Primer A pGCAP—F DNA (260 _ng/ul) 4.0 u
Primer B pGCAP-R 10x TE T69 ul
Primer C Poly(A) region dH,0 BI8 T ul
List of http://dna.brc.riken. Total T69.6 ul
Sequencing |Jjp/en/NRCDhumZ2e
Primers n.html
@ Shipping
M Conc. : 29 flg/ﬂ 2, volume: 40 (2 r—
) " 233,30 )
AT

APPROVED BY :

http://dna.brc.riken jp/index.html



Applied 6607_ARiS023B20_B2LI_pGCAP_F_G01_19_ABI24 Inst Model/Name 3500/3500 Instrument

Biosystems 6607_ARiS023B20_B2L| pGCAP_F Jan 06,2023 02:19PM, JST
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IB\igsp;I{I&%ms 6607_ARiS023B20_B2L|_GNPmixture_A02_02_ABI24 Inst Model/Name 3500/3500 Instrument
6607_ARiS023B20_B2LI_GNPmixture Jan 06,2023 02:19PM, JST
SING75SAN73T:116 C93 Primer C : Poly(A) region primer #0 KB_3500_POP7_BDTv3.mob  Gr5y line indicates quality value Jan 06,2023 02:40PM, JST
KB.bcp y ) Pts 1461 to 11929 Pk1 Loc: 1444 Spacing:13.36 Pts/Panel1350
KB1.4.1.8 Cap:2 5 TTTTTTTTTTTTTTTTTTTTVNN 3 Version 6.0 HiSQV Bases: 764 (QV) < 40. >late Name: 20230106_KatoClone
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0
TT CTATACA GTAC TAARAACAT TTTTCT GATATACTG TCTGAAAAT TTTATAATATAT TC TCCAACTG ATAGE TGCAATATTGTATTTTAAT GAGAAGCCTCACAGTT
151 161 171 181 191 201 211 221
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0 AR \ ‘ r.‘ ......... “A LAY ‘ a- ‘u ATAIR WA ‘ A AA ALY “a!
CTCAATCATTTATT \ATAAGTTCATCATTGGACCAT TTGCTC T .T ACTTTGTCATCATAT NTG T CGGCTCTTC
231 241 251 261 271 281 301 311 329 331 341
1002
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AA.JAA AA» AO‘ --_‘ A»A‘ A ‘ “‘.‘ ‘ ‘-‘-- A Aﬁ ! AN A
GGATGTAGAT GTGTTCTAGCCTTGTTTCTCTATTAAAT TCT GT/ GCATT TACTGT CTTGAATTACATTT GCacce CATACATTC
361 371 391 401 411 421 431 441 451

A | . | A\
TACAT BT T AT T TAE ST TS TG C:CCTT%FGGCC CAT AT T'T TCT GTTTTCTT TACAT GT TAAFR - TT GA GC Th T ACTACTACACCG:
461 471 481 491 501 511 521 531 541 551 561
1002
501
0 AAANAAAANANNAAMAAMNAAAAAANVVAAANN g! AWANANANANAANAANANNANNMMAN AN AAAANA AN AN NAAAN WY
T TVAEC ACITTC CCTC TIGC C _'_'li_G__G_wuk___C TTAG GCACTTGG & CaAC GTTATTTTE GTETTTTTTATAE
Bl 581 591 601 611 621 631 641 651 661 671 681
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