NRCD Human Full-Length cDNA Clone

Gene Engineering Division

RIKEN BioResource Research Center

RIKEN Clone ID : ARi59G01

Lot# : 7675 _B3Cs

Vector : pGCAP10 Gene SDC4

RefSeq mRNA] NM_002999.4

2613 bp |

@ Plasmid DNA purification
Date :23.03%,23

Date : 2%.0%.29

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 23.03.29

Culture : LB (100 ug/ml Ampicillin)_5 ml -> at 37 deg C O/N
Purification : QIAGEN Miniprep kit —> dH,O 100 ul

< Size of fragment expected from this clone >

DNA concentration (0.D.):__ 303 ng/ul

DNA 0.25 ul

En;;me (Bami:II y 1 ul BamHI 3.1kb (vector),
...... Buffer H 1 ul

dH,0 7.65 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

2.8 kb (unsure)

Marker : 2-Log DNA Ladder (NEB#N3200L)
(kb)
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@ Confirmation of the insertion sequence

(D:Marker
®:uncut
(@:BamHI

@ Adjust plasmid DNA solution to 25 ng/ul

Date : 23.0%.05 Date : 23,0% 05
Primer A pGCAP—F DNA ( 303 ng/ul) §£.0
Primer B pGCAP-R 10x TE /06,6 ul
Primer C Poly(A) region dH,0 LYl
List of http://dna.brc.riken. Total Jofg, 5 ul
Sequencing |Jjp/en/NRCDhumZe
Primers n.html!
@ Shipping
i Conc.: 29 ng/u 2, Volume: 40 ue _‘\\
234,05 )
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Applied

\ 7675_ARi59G01_B3Cs_pGCAP_F_D02_11_ABI24
Biosystems 7675_ARi59G01_B3Cs_pGCAP_F

SING:94 A:133T:77C:122  Primer A pGCAP-F KB_3500_POP7_BDTv3.mob

KB.bcp 5 . i Pts 1452 to 13114 Pk1 Loc:1429

KB 1.4.1.8 Cap:11 5 CTCAGTGGATGTTGCCTTTAC 3 Version 6.0 HiSQV Bases: 815

Inst Model/Name 3500/3500 Instrument
Mar 30,2023 10:03AM, JST

Mar 30,2023 10:30AM, JST
Spacing:11.8 Pts/Panel1350

Plate Name: 20230330_GNP
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T GCGCGCCTTCTECAG TCCEGCGGETGLC T‘-GGCCCCCGCCCGTCTGT'I‘CGCGCTGC'IGCT TETTEE TAGGECGS AGTCGCC GACGTCGATCCGAG AL CTGAGGTCATCG CCCE
118 127 136 145 6/ torminal54Seponce 163 172 181 190 199 208 217 226
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CAGGACCTCCTAG GECCGATACTTETCCEGAGCCC TACCAGACGATGAGGATGT GTGGGGCCCGGGCAGG TCTGAT GACTT TG AGCTGTCTGGCTCTGGAGATCTG G

235 244 253 262 271 280 289 298 307 316 325 334
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TGLCTTGG GACTCCATGATCGGCCCTG GITGTCC TECETTGEGETECCTCTAGAT CCATATCCC TG AGAGGGBCAGGGTCTGEGBAGCC G TECCCCAC CG G @ G
343 361 370 379 388 397 406 415 424 433 442 451
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CTAGAGGAG TGAGGTTATCCCC T.C TCAGC CCET TG GAGAGTGAGGATGTGTCC GGTGTC TGTCCAGCACTGTGCAGGGCAGC CATCETTTGAR
460 469 478 487 498 505 514 523 532 541 550 559 5
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G CGGAGGTCCTGGCAGCTCETG TTGTGFGTGGC TCGTSGGCATCCTCTTTGCC GTCTTCCTGATC CT ETEC TCATGETACEE TATE G T G GC
68 577 586 595 604 613 622 631 640 649 658 667 676
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égggl(lsegms 7675_ARI59G01_B3Cs_pGCAP_R_E02_14_ABI24 Inst Model/Name 3500/3500 Instrument

7675_ARi59G01_B3Cs_pGCAP_R Mar 30,2023 10:03AM, JST

SN G:71 A:113 T:68 C:105 Primer B : pGCAP-R KB_3500_POP7_BDTv3.mob Mar 30,2023 10:30AM, JST

KB.bcp , ’ Pts 1456 to 12981 Pk1 Loc:1433 Spacing:11.68 Pts/Panel1350

KB1.4.1.8 Capl4 5 GCATTCTAGTTGTGGTTTGTCC 3 Version 6.0 HiSQV Bases: 201 Plate Name: 20230330_GNP

‘ CGGi T¢ ITIATCATGE TETGE E IFTCE T CCCTCACT GGGAG 'TCCG_CGGCCGCGGT CTTTTTTTTTT'TTTTTTTT'I"TTTTT'TTTTTTT'TTTTTTTTTTTTTTTTTT
1 10 1%’&mH1 zFBmet%EJ ¥ 46 NoT. da 73 82 91 100 109

Vector
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G TAGZC GGETTTT T IS T T T TR T EF TCAG CAGAC CAGGGGGAGAGGGGCCTACAGAGC GGGGCTCCCCCC CCCAG g¢.¢ GGGG GGGC
118 127 136 145 154 163 172 181 190 199 208 217 i
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"CTGGGGGC GGAC CCAGCCAGCTGGGACCCTGGGTTGCAGGGGEGGE AC GG GAGCT TGGCCACTGGGGCAGC GGG AGEGEEE T TCC GO TECOC CCABCCCCT GG BT
226 235 244 253 262 271 280 289 298 307 316 325 334
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TCAGGAG G CACGACCTGCCCAG GCT GCCACCAGGCCETEECECTCTECAGGAGAGGE AGGEGTCECA B A CEAGGECCCAGGTGEGGEGCCTCAT CAGC O CTCCECE llCCCC
343 352 36l 370 379 388 397 406 415 424 433 442 451
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CCCCTCC[ GGGAGAC GGGTCGTCCCAGCACAGCTGAGGC TEGTGACTCGE T TR GCCEAGT TTA GTTCTCTAG ATAGT GETETCT TGGACATGECTCTCGC T
460 469 478 487 496 505 514 523 i T [ 541 S50 559
950
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GTCCGTACAGTAGCCATG CCACAEAC GTGACGCCT CT &G CGIGGT T GIGEC CTGAGG GG TTTTTT TETT TETGATTTYT TG GE TR T
568 579 586 595 604 613 622 631 640 649 658 667
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475 “
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BIgS)IlISetng 7675_ARi59G01_B3Cs_GNP45_F01_06_ABIO8 Inst Model/Name 3500/3500 Instrument
7675_ARi59G01_B3Cs_GNP45 Apr 04,2023 03:15PM, JST
SING:40 A:88T:41C68 pyimer C : Poly(A) region primer #LE KB_3500_POP7_BDTv3.mob Gray line indicates quality value Apr 04,2023 03:45PM, JST
KB.bcp ; Pts 1468 to 12939 Pk1 Loc:1445 Spacing:11.37 Pts/Panel1350
KB14.18 Cap®b 5 TTTTTTTTTTTTTTTTTTTT AGA 3 Version 8.0 HiSQV Bases: 873 (@QV) < 40. ’late Name: 20230404 _animal_lab
CARCAGTGTG AGAGGTGCCTACAG AGGAGGTGC TCAC TCCAACACAGCCCAAGGGG ARGGGCACTGGGGG
1 10 19 28 48 64 73 82 91 100 10
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IAG GAGGACCCAGCCAGCTGGG ACCCTGGGTTGCAG TG GTGACG GG AGCT TGGCCACTGGTGCAGC EGGAGG BGTGETTCEL CTCACCGCAGCRAEC TG GGG TCAGS
9 118 127 136 145 154 163 2 181 190 199 208 217

1266

ol oot ol A ettt

GGAGACACGACCTGCCCAGGCT GCCACCAGGCCTCCCCTCTCAGGAG AGGG AGGGTCCCAG AC CAGGCECCCAGCTGGGGLETCATCAGECETLCECCEC ’IICCCCCCCC@

226 235 244 253 262 271 280 289 298 307 316 325 if
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CCTACCCAGGGC AGAR AGGGETECGTCCCAGEACAGCTG AGGCTGT G CTEGTTAAG L GTTTAGT TET 8T NG2 TAGTGCTGTCC CAGATGGAC TGCTCTCGE TGETCAGT
14 343 352 361 370 379 388 397 406 415 424 433 442
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CAGTAGCCATG Z CAGTGACGCCTCTAGA? CGT GGTTAGTGC CTGAGG TIT T T2 TETTATGTGATTTT TT GEC T R I e Y CAGCCGCATC
457 460 469 478 487 496 505 514 523 532 541 550 559
1 T (. 00299.4)
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sTEGTTAESTGTAT TG GATAGCAGAGEC ST GAGCCTG G GC . (e G CACCAG ETGEETCER CAG GGCAG GGGT -G CGEATE CACE TC @iy |
568 577 586 595 604 613 622 631 640 649 658 667
|
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