NRCD Human Full-Length cDNA Clone Gene Engineering Division
RIKEN BioResource Research Center

RIKEN Clone ID : ARi38H12 Lot# : 7675 A9B4

Vector : pGCAP10 Gene | COL4AI1
RefSeq mRNA|NM 001845.6 6540 bp |

@ Plasmid DNA purification
Date : MUZO h Culture : LB (100 ug/ml Ampicillin) _5 ml —> at 37 deg C O/N

Date : IQDZOK’) Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : MOQOE;

DNA concentration (O0.D.): 26?2’ ng/ul
< Size of fragment expected from this clone >

DNA 0.3 ul
Enzyml:amféamHI y 1 ul BamHI 3.1kb (vector), 2.1, 2.1, 1.0 .06, 0.3, 0.3, 0.1 kb (unsure)
Buffe;ml.-.i‘ ..................... . e i

. e 7 ul

Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L) (D:Marker
(kb) @:uncut
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@ Confirmation of the insertion sequence @ Adjust plasmid DNA solution to 25 ng/ul
Date : /9020 Date : [90212
Primer A pGCAP-F DNA ( 272  ng/ul) .0 ul
Primer B pGCAP-R 10x TE /00, % ul
Primer C Poly(A) region dH,0 Ps 20l
List of http://dna.brc.riken. Total /004, % ul
Sequencing |Jjp/en/NRCDhum2e
Primers n.html
@ Shipping
d Conc.: 29 ng/ 12  volume: 40 U 2 /"‘:\\
92,1
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APPROVED BY :




é\iggglflset%ms ARi38H12_A9B4_|ll_pGCAP_F_HO01_08_ABIO8 Inst Model/Name 3500/3500 In
ARi38H12_A9B4_Ill_pGCAP_F Feb 07,2019 09:41
SIN G:40 A:31 T:25 C:51 . . ‘ KB_3500_POP7_BDTv3.mob G e T . Feb 07,2019 09:57
P A pGCAP-F - = a1 ray line indicates qualit

KB.bcp SRR Pts 1780 to 8704 Pk1 Loc: 1748 quality value o 0116 PtsiPe
KB 1418 Cap8 5 CTCAGTGGATGTTGCCTTTAC 3 Version 6.0 HiSQV Bases: 651 (@QV) < 40. Plate Name: 201902
GCTGCTCGAGTGT CGACGGCCAGTACGTATTT TACG CGCﬂ;{’T TAGGGAATTT TG TTIGAGGTCTCCGCTT

1 11 21 31 ' 41 51 v 61 71 1 g1+ 91 11 111
F0L MI3 fird ekl 7 promo tor Swa 1 L, . ooisht ¢

1122 Jocor ¢——

. A0l et s A mmmmlmm

CGCCGCACCCG GG ACCGTGCGTAGCGCTGG GTCCGGCCT TCCGAGAGCTAGCTGTCCGCCGCGGCCLCCCGCACGCCGGGCAGCCGTCCETCGCCBCCTCGGGEGEG
123 iRt 141 151 61 Ll 181 197 201 211 221

5 terminald S/qence,

e e

ATGGGGCCCCGGCTCAGCGTCTGGCTGCTGE TGCTGCCCGCCGCLCCTTCTGOTCCACGAGGAGCACAGOCECGGCCEBC TG CGAAEGEIGC GO TG TG TGGC TETGGCTGT!
31 241 251 261 271 281 291 301 311 321 381

1122

1122

N e

TGTGACTGCCATGG AGTG GGGAC GG GTG GAGGCCTCCCGGGGTTAC GGTGTCATTGGGTTTCCTGG TGC GGACCTG AGGGGCCACAG GG ACCi
351 361 371 381 384 401 411 421 431 441 451

AN WA x

3 AC? GGGTGATACTGGAGAACCAGGACTACCTGGA BC AAGGGACAAGAGGACCTCCGGGAGCATCTGGCTACCCTGGR CCCAGGACTTCCCEGG TTCCGTL
461 471 481 491 501 517 521 531 541 551 561

1122

o VA W Al v M ey

GACGGCCCGCC
G 581 591 601 611 621 631 641 651 661 B

1122

0

Printed on: Thu Feb 07,2019 10:59AM, JST Electropherogram Data Pa




Applied

A T i P_R_B02_02_ABI08 Inst Model/Name 3500/3500 In
S BihEvstems ARi38H12_A9B4_|Il_pGCAP_R_B02_02._.
y ARi38H12_A9B4_lll_pGCAP_R Feb 07,2019 10:21.
SIN G:20 A:24 T:34 C:24 p ; KB_3500_POP7_BDTv3.mob 2 R 1 : Feb 07,2019 10:37
. - B :pGCAP-R — - - Gray line indicates quality value ’
KB.bcp Erimen B < Pts 1754 to 8703 Pk1 Loc:1722 el Spacing:11.73 Pts/Pz
KB14.1.8 Cap:2 5 GCATTCTAGTTGTGGTTTGTCC 3 Version 6.0 HiSQV Bases: 170 (QV) < 40. Plate Name: 201902
L 7 CGGCCGC_GGT--CTTTTTTTTTTTTTT‘TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
1 uih 21 31 41 51 40t 1 61 71 81 91 101 1
Vector
1036 ¢
518
0
121 131 141 151 161 il 181 191 201 211 221
1036
518
0 —
231 241 251 261 i 281 291 301 311 321 331
1036
2.8
0 y A
341 351 361 371 381 391 401 411 421 431 441
1036
518
O — —
51 461 471 481 491 501 511 521 531 541 551
1036
518
0 ,
L 571 581 591 601 611 621 631 641 651
1036
518
0

Printed on: Thu Feb 07,2019 11:04AM, JST Electropherogram Data Pa



S/N G:11 A1 T:12 C:11

éggyse{éms ARi38H12_ASB4_III_GNP Mixture_A02_01_ABIO8 Inst Model/Name 3500/3500 In
ARI38H12_A9B4_|II_GNP Mixture Feb 07,2019 10:21

Primer C : Poly(A) region primer #0 KB 2000 PAPF_BIOTYR. Mk Gray line indicates quality value Feb 07,2019 10:37

KB.bcp Pts 1756 to 8703 Pk1 Loc:1724 Spacing:11.47 Pts/Pz
KB1.4.1.8 Cap:1 6 TTTTITTTITTITTTTTTTTINNN 5 Version 6.0 HiSQV Bases: 642 (QV) < 40. Plate Name: 201902
TECH I T TACATAAAAGGCCT TAGTAGTCTTAGAAATGTTTTGGAGACTT TTAGTG T GTCAT TTCAGGC
1 11 21 31 a1 51 7% 81 91 101 111
VM-00 1845, 6 (N{39-l)
1452
726
GGTCCGAATCTGCCCTCCTGCG GTCCATGCGATGCCCTGCT GAG GTCT GTGAACACAGCTCATG AGAAACCAC GG AAATGGCCCG AATGTGC TTACGT GTG ARAATAC
124 131 141 151 161 171 181 191 201 211 221
1452
Sl T oA
oUWV A WA AAA A Ao A A aA s A RANAAAN A A AARARAAAAARA N
CTETGATTCAACAGAGCT GTTTTTCAAGCCAGE ATGCAGAATGAGGE AATAC TAAT G TGACGGCCTTTAAGGTTGT TGCTT T TGAAGTCAAGTCATTCAGTT TGTE
231 241 251 261 271 281 201 301 311 321 331
1452
726
0 MAAAMMM/\AAAA/\[\/\AAN\MMA/\/\M[W\/\AA/\M/\L\/\A[\/\/\/\/\/\mAMAM/\AAAAMAAMAA/\AAAM[\M/\AMAAMMMMNMAMM/
TGTTTAAAAGCCTGAAA] AAT \AT ? TAAGCTCAAAGTACATGT TTCACTATAATAGACACCATATTCATGAACCTG GG TTTGET TTTEGE
351 361 - % 381 391 401 411 421 431 441 a
1452
T26
0o ,,LAMMAM[XMMAA&MMAMMN\M/\/\MA/\ﬂ[\[W\N\/\d\/\f\ﬂf\/\f\/\mﬂ[\f\ﬁl\NL&AAAMMM/\MAMMAMV\A/XMAA/\A[\MAMM\MNM
ATTTTTGGTTTAGAAGT GAACAAT G? CGGATGTTTCACA TT
161 471 as1 491 501 511 521 531 541 551 561
1452
726
0 WAMAAANAA L MNAAMAAAANAANN AW AAN e
571 581 591 601 611 621 631 641 651 661 671
| 1452
426
0
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