NRCD Human Full-Length cDNA Clone Gene Engineering Division
RIKEN BioResource Research Center
RIKEN Clone ID : ARi22B05 Lot# : 7675_B5Ig

Vector : pGCAP10 Gene | BDKRB1
RefSeq_mRNA| NM 000710.4 1301 bp |

@ Plasmid DNA purification
Date :2025/09/17 Culture : LB (100 ug/ml Ampicillin)_5 ml —> at 37 deg C O/N

Date :2025/09/18 Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration
Date :2025/09/18

DNA concentration (0.D.): 139 ng/ul

< Size of fragment expected from this clone >

DNA 0.7 ul
Enzyme (BamHI ) 1 ul BamHI 3.1kb (vector), 1.5 kb
Buffer H 1 ul
dH,0 73 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L) D:Marker
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@ Confirmation of the sequence @ Adjust plasmid DNA solution to 25 ng/ul
Date - 2025/10/01 Date :2025/10/08
full sequence | ARi22B05hts01.seq DNA (139 nho/ul) 84 |
10x TE 47 ul
dH,0 336 ul
Total 467 ul
@ Shipping

Conc.: 29 ng/ U Q, Volume: 40 (2
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/RN
NG

APPROVED BY :
http://dna.brc.riken jp/index.html
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BLAST © » blastn suite-2sequences » RID-DT1V2U1A114

Questions/comments

BLAST Results

Blast 2 sequences

Job title: NM_144660:Homo sapiens sterile alpha motif...

RID
Query ID
Description

Molecule type
Query Length

DT1V2U1A114 (Expires on 10-02 09:44 am)

NM 000710.4
Homo sapiens bradykinin receptor B1 (BDKRB1),

Subject ID Icl|Query_4578359
Description None

transcript variant 1, mRNA See details
nucleic acid Molecule type dna
1301 Subject Length 4662

Program BLASTN 2.17.0+

ARi22B05hts01.seq

Graphic Summary

Distribution of the top 1 Blast Hits on 1 subject sequences

Color key for alignment scores
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Descriptions
Sequences producing significant alignments:
Description Max Score Total Score Query Cover E value Per. Ident
None provided 2392 2392 100% 0.0 99.92%
Alignments
Sequence ID: Query_4578359 Length: 4662 Number of Matches: 1
Range 1: 2279 to 3576
Score Expect Identities Gaps Strand Frame
2392 bits(1295) 0.0() 1297/1298(99%) 0/1298(0%) Plus/Plus
Features:
Query 1 AGCACTTCCCAGAAGAGAAAACTCCTCCAAAAGCAGCTCTCACTATCAGAAAACCCAACT 60
Shjct 274 L 2338
Query 01 ACAGTTGTGAACGCCTTCATTTTCTGCCTGAGGTCTCAGTCCGTCGGCCCAGACTGAAGT 120
Sbjct 2330 s 2398
Query 121 GCAGTGGCACAATCATAGCTCGCTGCAGCCTCGACCTTCCAGGCTTAAACGATTCTCCCA 180
Shjct 2300 e e 2458
CDS:B1 bradykinin re ]
Query 181 CCTCAGCCTCTCGAGTTGCTGGGACCACAGGTCACTGTGCATGGCATCATCCTGGCCCCC 240
Sbjct 2 2518
CDS:B1 bradykinin re 8 L E L N L F P N.A T A D
Query 241 TCTAGAGCTCCAATCCTCCAACCAGAGCCAGCTCTTCCCTCAAAATGCTACGGCCTGTGA 300
Shjct 725 2578
CDS:B1 bradykinin re 28 H R
Query 301 CAATGCTCCAGAAGCCTGGGACCTGCTGCACAGAGTGCTGCCAACATTTATCATCTCCAT 360
Shict 579 e G 2638 343 A>G
CDS:BT bradykinin re 48 CFEGLLGNLFEVLLVELLPRTR
Query 361 CTGTTTCTTCGGCCTCCTAGGGAACCTTTTTGTCCTGTTGGTCTTCCTCCTGCCCCGGCG 420

Accession
Query_4578359
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Query 1 CCAACTTTTCTGGCGGAATTAAAACAGCATTGAACCAA 1%

: 126 98
Shyct 3030 3576
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