Gene Engineering Division
RIKEN BioResource Research Center
Lot# : 7675_B2Cs

NRCD Human Full-Length cDNA Clone

RIKEN_Clone ID : ARi19C12
Vector : pGCAP10

Gene | RADS4L
RefSeq_ mRNA] NM_003579.4

3078 bp |

@ Plasmid DNA purification

Date : 22.03.2% Culture : LB (100 ug/ml Ampicillin) _5 ml —> at 37 deg C O/N

Date :22.0%.29 Purification : QIAGEN Miniprep kit -> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date :29‘03‘7}?

DNA concentration (0.D.): 9 30 ng/ul
< Size of fragment expected from this clone >
DNA 0.3 ul
Enz;?ne (BamHI ) 1 ul BamHI 3.1kb (vector), 1.8, 1.5 kb (unsure)
Buffer H 1ul
7 Jaaa—— 7‘7u|
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L) DB @6 (@:Marker
{kb) @:uncut
10.0 (3@):BamHI
8.0 6.0
40 50
3.0 20
1.5
1.2
1.0
0.5
0.1

@ Confirmation of the insertion sequence @ Adjust plasmid DNA solution to 25 ng/ul

Date : 22,051 Date :J2,09-2§
Primer A oGOAP—F DNA (336 ng/ul) J0.0
Primer B pGCAP-R 10x TE /075 ul
Primer C Poly(A) region dH,0 JYCT
List of http://dna.brc.riken. Total /075, 2, ul

Sequencing |jp/en/NRCDhum2e

Primers n.html

@ Shipping
d Conc. : 29 ng/u 2, volume: 40 (2

APPROVED BY :

http://dna.brc.riken jp/index.html



Applied 7675_ARi19C12_B2Cs_pGCAP_F_A01_01_ABI08 Inst Model/Name 3500/3500 Instrument

' Biosystems 7675_ARiI19C12_B2Cs_pGCAP_F Mar 30,2022 09:43AM, JST
SIN G:132 A164 T153C:276  Primer A : pGCAP-F KB_3500_POP7_BDTV3MOb  (3.av line indicat - Mar 30,2022 10:00AM, JST
KB.bcp o B _ Pts 1728 t0 8704 Pk1 Loc:1696 ’ ndicates quality value g 06:11.05 Pts/Panel1350
KB1.4.1.8 Cap:1 5 CTCAGTGGATGTTGCCTTTAC 3 Version 6.0 HiSQV Bases: 675  (QV) < 40. late Name: 20220330_KatoClone
CTGCTCGAGTGTAARACGACGGCCAGTACGTATTTAATACGACTCACTATAGSG G AARTTTAAAT G TTIGRPACGCGCGCTTTG GG
: 2 e R4 3
i} 11 21 35(}‘01 ?V[ll?, fwi ST VShaB1l 61 fvprG;nlo‘te'r 81 Swol 91 101 1

= thttt sttt R Rl

AGGTTGAGAGAGRAGETGCTGGEGEETCTGCGETCTATCTCT G TCEGCTCTIT TCAGCCCECTCCTGG TATTECEC TCETARGC T GEETTT T TACACGEC CEE G TERE TTE

i 161 171 20
121 13 er‘mmuﬂ WCQ, 181 191 1 211 221

- MWWWMMMMWWMWMMMMAMMMMWMWMMMM

CTGECTCGAECCTECCCTGAGTCTGATCCTGGTTTCCACCTCCAGCCETG GGARART TTCCT TTCTCCAGACTCGCCCTCEOCACCCEBG CCTCG G ACTTTCACOCCAGC T TC TCTC
231 241 251 261 271 281 291 301 311 321 331

1018

= oAl

'CETEEGCECAGTG ATTACCCACCCCCAATCECCACCCOGE CECGECGCGEAAC TACCTCEC TCCC TTCACECGGALC TG GG ACCATCATE CCCACTC CACTCCGCCCAGTCT GEGAT T
341 351 361 371 381 391 401 411 421 431 441 45

[1018

AmmumhmmmnmAmmmuumnmmunumuumuulmmmumuunmmm“ulhm

NCACCTE ceT e coe TECEAL ATCTCTGCT TGGTCTCTTCCTCTTTGGCC TAATCTCTCGTCTCGGCTTAT TG GGGACGGCCAC TCTCACAGTT TG GTTCC
i 461 471 481 491 501 511 521 531 541 551 561

10718
i ] v T

CCAGTTCCTGGATGGATTCCCGCCATC CATGCCCCCTCTT
| 581 581 601 611 621 631 641 651 661 67T

1018

2 MW Ml oy
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Applied

7675_ARi19C12_B2Cs_pGCAP_R_B01_02_ABIO8 Inst Model/Name 3500/3500 Instrument

Blosystems 7675_ARi19C12_B2Cs_pGCAP_R Mar 30,2022 09:43AM, JST
SIN G:21 A:27 T:26 C:30 Primer B : pGCAP-R KB_3500_POP7_BDTv3.mob Mar 30,2022 10:00AM, JST
KB.bcp i Pts 1723 to 8704 Pk1 Loc:1691 Spacing:10.97 Pts/Panel1350
KB 1.4.1.8 Cap:2 5 GCATTCTAGTE‘CEGGTTTGTCC 3 Version 6.0 HiSQV Bases: 145 Plate Name: 20220330_KatoClone
GTATC 1T "ATCAT 8 TC T & GiT CEAAT T17 CCCT(_:__CT' GG GAGATCCGEGGECCGCGGTAYQTTTT TTTTTT T TTTTTTTT T TTTTTT TTTTTTTTT T TTTTTTT TTTTTTTTT
4
1 i1 quzl-]ll T3p?*tlmo‘t6}— 41 51 Mot L 61 71 81 91 101 111
Vegtor —
696
2 oMol I | MWMMMMMMMWMMWWMMMMM
0 ’A‘ “‘ ‘ AL
TTETTT D TIT T TIT RTT "R TT ECEC P T TACE T T T T T P r T P T T T T2 CCA " Y i Wt N B 0 1 O LATTT TG GGG!? AT CTTEBCCCCCETTTTTGATTAT
121 131 141 151 161 T 181 191 201 211 221
696
mmmumu A I !
| o L AlAAA.-A AAMALLAN ‘lll‘lAé»ll& M Al“ AAAAAD) ‘ ‘ AAALAAMAAAAARAAAARAALR ARAAAARAARAL
TTTTCECECAAAT ATTTAARCCGGGCCCTGGGG 2 AG GAGCCCCTTTTCEC CITT TTCC I'TCRTT TARAAATICC BLCRCAADCECTTCG T TTTARG G CE G oo
231 241 251 261 271 281 291 301 311 321 331 34:
696
348 l ‘
: Wy \ A‘ AN ARAARAA : “‘ ‘
o NAAMAMaARIAAM AnAwananaMAANARARAAARARAARAAANARAN AR A RAMOAAAAAAA MMt AAN s R arrRBAL AR A AAAARAR LA
TTCCCCCCAA AR RACCCTGGGGGA? ALRLMAGGGGATGGGAGGGGAGGG ECCECECCGEEEE L TG GARAACCCCCE TCCCEGAECCCRECET TT TC AGGECBECE AT IO CEE
L 351 361 371 381 391 401 411 421 431 441 451
696
348
0 iiiéiiii‘..Ai-*&AAA.i\ii:{& A‘A‘ A\\“\t‘i ARAALAZ ﬂﬁ!‘lih\fi;ig.l“h’.ﬁ:aa-‘!‘aié&.\-/'\‘AAAMAA Aa\.l\.l““"\ AAAAAAAA m\“ﬁ\‘
CCCG CCGGGGGTG GGGGAACCA ACCCT CGGGGGGGGGGCGGATTTGACGGGTGTTG AACCARCCCCGGGGGGGEE ! CCTGTCATGGGGGTCCCT RE6T TATT T'TTAT ¢
451 471 481 491 501 511 521 531 541 551 561
696
348
0 A A ) , A AL AAA v
‘ Te EACCECCTTCRARCE CERE € GGGEGE CIC T €T T'GT'TCC TCAT € CACAG A GTEGTC AT G GE TTC ITEGEGE TCT GAGGCTEGCARAT
* 571 581 591 601 611 621 631 641 651 661 671

Printed on WedMar 30 2022 10 39AM JST




glgspgl(lﬁg - 7675_ARi19C12_B2Cs_GNPmixture_CO1_03_ABI08 Inst Model/Name 3500/3500 Instrument

7675_ARi19C12_B2Cs_GNPmixture Mar 30,2022 09:43AM, JST
S/NG45A:42T:22C:33  Primer C : Poly(A) region primer #0 KB_3500_POP7_BDTv3.mob Mar 30,2022 10:00AM, JST
KB.bcp - , . , Pts 1720 to 8704 Pk1 Loc:1688 Spacing:10.92 Pts/Panel1350
KB1418 Cap3 5 TTTTTTTTTTTTTTTTTTTTVNN 3 Version6.0 HiSQV Bases: 673 Plate Name: 20220330_KatoClone

l:T’I'CTT-T. AATAAATTTT GG GC CAT EAT GCA GCECTTCTT GAT BAT T TTCTCCCAGAG CAAAPRTTCAACAGGG CCCTGTGG
i 11 21 31 41 51 61 181 b
o1 NM_003579.4 (~ 3037 )

o ! muuuuumm,hmmmmmhmll.h

GCAARGGAGCCCCTTTTCCCTATCTCCTTCCTCTAAGAGCTACACCCAGACCAGCTGGTTATCAGCG GAGGCCCCBOCTGCTCCTCATG AGAACGE TC GTGGAAGACGAAGETG AT
121 131 141 151 161 Il 181 191 201 221 231

1012

- hﬂhmenuummmmm.ummmu,.mmumuu‘_;tmmm;.u;.nummummmmlmmu

GGCAGTGGAGGCAGCATCLCCAGGCAGCCTGGAGTACCTCATCCC GG AGCCCCCAC T TATCAG T G CAG TG GT TCCACCC TG CCAGE TCTGAAGTGCAGTCAG CCATCAGGGGG

1012
. lAAAAelAAllAAAAA!llLAgl;AALIA‘AlAAAll!lA!llll!‘Al“lLA!ll.l&lnAlﬁlgallmgllA‘llllA!AAAAALL‘AA;l;LAAAAA‘lllAlAAAlAl{
1012

506

0 .“l“L‘ALAAL‘A‘;!‘AAL“A‘IA‘AA‘A‘AA‘A‘A‘A“A‘AlAA‘AAA‘ALAAAL‘A‘A‘A‘A‘AAA“‘ll!‘!“‘ltl!“i‘h‘ WV iy

GCGCGCTC TACATCCTGCTCCTCATCCACCACACAGCTECTCAGTGECTIT CTTGTGGC TCTGACGC TG GAAGATCTTCTC CTCAATGGTCCC TG CAGACAGCAG GE GGTAGE

461 471 481 491 501 511 521 531 541 551 561 5

1012
506

5 lAAA‘A‘l‘A““‘l““‘l“‘l“l‘l‘llA‘AAAAAAA‘L““lA‘A‘AA“‘l‘lAA“I‘I"L““l““tﬁl‘l;l““ts.“ AN

TATAGE GT CT INeT T
T 581 591 601 611 621 631 641 651 661 671

1012
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