NRCD Human Full-Length ¢cDNA Clone

RIKEN clone ID

: ARi14B12

Vector : pGCAP10

Gene
Ref Seq

@ Plasmid DNA purification

Date: [20%27

Date: (2(%2%

sequence

HISTIHIC
NM 005310.3 | 732 bp 1732
cDS 642 bp 44.685
5terminal | 449, 1.732

Culture : LB (100 ug/ml Ampicillin)_5 ml -> 37°C O/N

Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: [20%2%

DNA concentration (0.D.):__ (%1 ng/ul
DNA Il
Enzyme (BamHI ) 1 ul
Buffer H 1 ul
dH,0 7 ul
Total 10 ul

Erectrophoresis :

Marker : 2-Log DNA Ladder (NEB#N3200L)
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{Expected digestion pattern from ARi14B12 >

3138, 951 bp (inference)

% agarose gel, 1x TAE Buffer

uncut
BamHI

kb

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date: [2V%02

Shipped : 25 ng/ul, 40 ul

| Final concentration : 25 ng/ul

DNA (129  ng/ul

10x TE

dH,0

Total




xmw Applied .
%@ > Bi osystems 7675_ARi14B12_pGCAP_F_D03_12 Inst Model/Name 3500/3500 Instrument

F672—ARIHAB12-—pBCAR—F Mar 29,2002 10:07AM, JST
S/N G:318 A:236 T:159 C:223 KB_3500_POP7_BDTv3.mob Mar 29,2002 10:33AM, JST
KB.bcp Pts 1557 to 12600 Pk1 Loc:1534 Spacing:11.34 Pts/Panel1350
KB14.18 Cap:12 . Version 5.4 HiSQV Bases: 865 Plate Name: 20120329_GNP
CT (GGG 'G 'G TTCTTCTGCTC TARAGCTGCTCGAGC TGTARAACGACGGCLO GTACGTATTT TACGACTCACTATAGGGAATTTAAAT GAATT|GGCT TCATCGGCECT
1 10 19 28 g T 37 46 55 64 73 82 Swwal %MQJWU 100 Sm
{ _
1202 ector TI insert _
" OAAOY Qéﬁéﬁégééﬁg g?q%g
: 0000 VIV
TTGCCACTTGTACCCGAGTTTTT GATTCTCA ACTGCTCCTGCCGCTCCCGCTECCGCGCCTCC TGCE GAGARMGGCCCCTG T I \GGC GG CC!
9 118 127 136 Jﬂ.m Hmb 163 172 181 190 199 Nom 217

Met
" terw: el Seguence

T e )

GGCTGGGGGTACGC CTCGTA mmﬂ..m_u.noom_m.nn..n\.}..:.mm_.m._ CAGAGCTCATCACCAIZ GGCTGTGGCCGCCTCTA GAGCGTAGCGGAGTTTCTC TGGC TGCTCTG BAALG|
226 235 244 ‘—z 253 262 271 280 289 298 307 316 325 334
1202 _
! W
0 |
CGTTGGCTGCCGCCEGEGCTATG ATGT CGCAG AAC CAGCCGTATCAARACTTGGTCTCRAAGAGCCTGGTG GCAAGGGCAC TCTGGTGCAL C GAI GGC nﬁmm.__mn___._.._n_..m_
343 352 361 3 370 379 388 397 406 415 424 433 442
1202
E o %%?Es
0o
GCTCCT 1 k] B 2 GCAGCCTCCGGGG GCCAAGCCC GG TT VALMGGCGGEGGCGG il 1 b | \AGCCAGTTGG GGCAGCC _
451 460 469 478 487 496 505 514 mmw 532 541 550 mmm _
_
1202
601 )
. W
CGGC TGGCGGCGC ETEA i =G0 CCGAAGARLAGCG r CCGGCCGC GGC CACTG [ GTGGCT | Fl \ T
568 577 wmm 595 604 013 622 631 640 649 mwm 667 _
1202 _

o gﬁ%ffﬁgf%gf%gggg%fg g
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N5 Applied i
%ﬁ,ﬁ 25 s 7675_ARi14B12_pGCAP_F_D03_12

672 ARI14B42-pGOAR

Inst Model/Name 3500/3500 Instrument
Mar 29,2002 10:07AM, JST

S/N G:318 A:236 T:159 C:223 KB_3500_POP7_BDTv3.mob Mar 29,2002 10:33AM, JST
KB.bcp Pts 1557 to 12600 Pk1 Loc:1534 Spacing:11.34 Pts/Panel1350
KB 1.4.1.8 Cap:12 Version 5.4 HiSQV Bases: 865 Plate Name: 20120329_GNP
CAAGGT TGCGAAGCCCAAGAAAGC TGC C GT GCTGCTAAGGCTGTG CCGARGGCCGCTRAAGCCCARGGTTGTCAAGCC TAAGAAGGCGGCG CCCAAG AA(

676 685 694 703 712 721 \—, 730 739 748 757 766 775

883 892 901

1202

601
0

174 919 946 964
Sacll
1202
601
O [ G — o — R R R~ — —— ]
T (A CGCA ICAC T CC RCTG AGG 1G GG CG FGA TCC ACC CC (GCA TTGCC GTG LG C IGGC T T GAT T TG T GC AAAC TTT nm_
973 982 991 1000 1009 1018 1027 1036 1045
1202
601

1099
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Inst Model/Name 3500/3500 Instrument

i14B12_pGCAP_R_E03 15
B 7675_ARi14 _R_E03_
Om%m.—..mﬂ._m FET2ARHABI2=—pBEAR=R Mar 29,2002 10:07AM, JST
S/N G:289 A:218 T:330 C:238 KB_3500_POP7_BDTv3.mob Mar 29,2002 10:33AM, JST
KB.bcp Pts 1535 to 12710 Pk1 Loc:1512 Spacing:11.54 Pts/Panel1350
KB 1.4.1.8 Cap:15 Version 5.4 HiSQV Bases: 248 Plate Name: 20120329_GNP
CTCG LC TTATCATG CTG G .TCC T ST ARG T2 .mﬂﬂ.ﬂ.n_ﬁ.?m GGCCGCGGTACTTT TTTTTT TTTT TTT T TP T TTTTTTTTTTT T T T TTT T TT T T
1 10 19 28 37 ' 55 64 73 91 100 109
L  nNotL
942
471 X, >
0 >>>>>;%>>>>>>>>>>>>>>>>>>>>>>>§§>>>>>>>>
g T AT T T T TR T T T T IT T I'TTTTTTTTTTGGT GGTTTTG Al " WGCCTTTT GGGT' iy ) AGGGGTTCGCCT FETTCTT GG GCGEC CCCT TG, _:m.m
118 127 Gm 145 154 163 172 181 190 Gw 208 2337
942
471 |
O »»»»-»ﬁ. :bp.__p:__wphpf)h —— ... »w; __m‘ .... thh) _p‘_.__-f .’3 m.)__..__. »—h#'/’ b’br,;, » ‘u.,h _ﬁ‘_.___w:.‘. .:}? _.-o ».mh.,.__'r-.f k\b’ ,,.#s
GGTTG CCTTGGGCTTAACGGCCTTCGGGTTCCCCCCCTTA CACTTTTGGCAGC T TTCTTGGGCT TCCCARCCT ITGGCCTTCTTTGGGC TCTTTTCCACTTTC .._.qm_mm
226 235 244 253 262 271 280 289 298 307 316 325 334 |
|
942 m
471 _
0
TTACGGGGGGCGCGGGCGGGTTCTTTGETTTCTTCGGTGT TT 1T I TCGGAGTTGC GCCCCCCGCCCC GGCTGCCCCAACTGGGTTCT1
343 352 361 370 379 397 406 415 424 433 442 45
942
471
0 LAAA » ww_— .w__»-m»n__.:.m» ....wp_,...:b.p AAAALAL bp?_w( AL AALN A AAAAAAAAALLAAANARN a0 ADAALNAL, )ﬁ‘b %.P»»hi NAAA Fb,ﬁ.b AasMAAALAAA
AGGGTTGGTTCCCC il bl bl B CCTTGGGCTTGGCTTCCCCGGAGGGTGCCTTCCTGTTTAGTTT i G CCAG ACCCCCGTGCCCTTCCT IGCCCC VA TGd
1 460 478 487 496 505 514 523 532 541 550 559
942
471
0
942 _
471
0
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