NRCD Human Full-Length cDNA Clone

RIKEN_Clone_ID : ARe83D05
Vector : pKA1US

Gene Engineering Division
RIKEN BioResource Center
Lot# : 7672_A4KI

Gene GNAQ
RefSeq_mRNA| NM_002072.4 | 6343 bp 1..6343
CcDS 1080 bp 215.1294
5' position ]

@ Plasmid DNA purification
Date : [4('21]

Date : |4 1123

Culture : LB (100 ug/ml Ampicillin)_5 ml —> at 37 deg C O/N

Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

{Size of fragment expected from ARe83D05 >

BamHI 3183(vector), 6557 bp (unsure)

Date : |4112%
DNA concentration (0.D.): 279 ng/ul
DNA 0.2 ul
_Enzyme (BamHl) .1
deO i’]\ (3 ul
Total 10 ul

Erectrophoresis :

Marker : 2-Log DNA Ladder (NEB#N3200L)

@ Confirmation of the insertion sequence
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Date : [4 1205
Primer A pGCAP-F
Primar R pGCAP-R

Primer C : Poly(A) region primer #43

List of http://dna.brec.riken.
Sequencing | jp/en/NRCDhum2e
Primers n.html
@® Shipping
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Conc. : 2D ng/u .Q.,

% agarose gel, 1x TAE Buffer
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Date : [41208

@ Adjust plasmid DNA solution to 25 ng/ul

B e e o

DNA (275 ng/ul) . ........44.0 4l
A0xTE o324 Ul
ngO 747'5 I..If
Total 924 .0 ul
Volume : 40 1 2 T
141208 )
APPROVED BY o

http://dna.brec.riken jp/index.html



l pplied 7672_ARe83D05_A4Kl_1_pGCAP_F_A12_03 Inst Model/Name 3500/3500 Instrument

BIOSyStems 7672_ARe83D05_A4KI_1_pGCAP_F Dec 02,2014 09:57AM, JST
S/N G:139 A:77 T:76 C:160 Primer A : pGCAP-F KB_3500_POP7_BDTv3.mob Dec_ 02,2014 10:23AM, JST
KB.bcp ’ Pts 1308 to 13081 Pk1 Loc:1285 Spacing:11.5 Pts/Panel1350
KB 1.4.1.8 Cap:3 5 CTCAGTGGATGTTGCCTTTAC 3’ Version 5.4 HiSQV Bases: 997 Plate Name: 20141202_mix
@r TTTEE 46 6 DT 6 TT B TEIIET GCTGCL TCGAGTGT CGACGG CCAG TACG TATTTAATACGACTCACTATAG GG TCCAGEE GGG TGETEGATIRAG GEc et
1 T 21 31 41 61 71 81 91 101
Xhol MI3fud Toroll Eco ?1 o

1014

o it - Mduntmw -Amhuumuhhuu.uhhxhahh- MM

I LGGGCGCCCGGGAGCCGTGTCAGGC GGCGGLGAGGAGC GG GECGCGCCERGE GGG GG AGCCGTCGGCGGCCGCTCGCTGCGGGGACACCCCG GTIG TGAGC TCTEGCEGCCE

1 21 121 141 151 161 171 181 191 201 211 221
5 terminal Seguence

1014

oot o A

GGCGCACGGCGTAGGGGAGCCTCGCAGGCGGCGGCGGLCGGCGEGGLCEGCTCGGGEGGGGCGAGGCGGEGGCCGCCTGTTCCCGGGG GGAGCCGCGGGLCGTCTGAGCGAGGLCLC GGGC
281 241 251 261 271 281 291 301 311 321 331

1014

1nmuhm.lmuhmuhlmmmhlmhmumuh.mmmuhm_nluhdhluﬂuu_mﬂ.uhﬂn

GCGGCGGCCTTCTCTCACGC GC CCCCCGAGCCAGCGCCCGCCTCCCGCGCCCCCCTCTCTTCTCECGTCGGCCCRGACTATCCGC TCCCACCGCGCCCCCGGCCCACCTGGTGG
341 351 361 FTL 381 391 401 11 421 431 441

MM_002072.4 ( L~ D

o g il

CCCCGGCCCTGGCCGCCGCCCCCGCGGCGGTICCCGGAGCTCGTICCCGG CGCGCGCCCGGGLGGCGGGGGCJCGGCGGCC CCGCTGCCTCGGGGGAGCGAGGCCGGGAGG

451 461 471 481 491 501 511 521 531 541 587 561
1014
50% ‘
0 \\ NAVWVAW AV VAW nhnmmm.mummuduu.\luu.uuhu Main/)
GTGTGTGCGTGCGCGCTG TG "GCAGGGGGTGCCGGCGGGRGCTGCAGCGGAGGCACTTTG G TGACTCTGGAGTCCATCATGGCGTGCTGCCTGAGCGAGGAGGCC GG
571 581 591 601 611 621 gto.rt 631 v 641 651 661 671

NM002072. % _ -2

Printed on Tue Dec 02,2014 01: 01PM JST . SRS x: ' - - Electropherogram Data Page 1of 2



AR

Applied

~“% =) Biosystems

S/N G:38 A:45 T:58 C:44

KB.becp

KB 1.4.1.8 Cap®6

Primer B : pGCAP-R
5 GCATTCTAGTTGTGGTTTGTCC 3

7672_ARe83D05_A4KIl_1_pGCAP_R_B12_06
7672_ARe83D05_A4KI_1_pGCAP_R
KB_3500_POP7_
Pts 1320 to 13529 Pk1 Loc:1297
Version 5.4 HiSQV Bases: 247

CCCGT
1

TC TIATCATG TCTGGITCC

3 EIBMH.L

T T

BDTv3.mob

Inst Model/Name 3500/3500 Instrument
Dec 02,2014 09:57AM, JST

Dec 02,2014 10:23AM, JST
Spacing:11.83 Pts/Panel1350

Plate Name: 20141202_mix

CCCTCAC TA

31—[3 PWWOJC&Y?I

v

51

Mot

GGGAGATCCECCGGCCGCGGTACITT

61

L

T R e T A E I T T T T E TI T T I T IR TS
71 81 91

TR RTTT T T T TTT T CAT
101 111

Vector €——> jnsert

471

Printed on: Tue Dec 02, 2014 01 01PM, JST

481
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521
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CCCPPT T ETTITTATT GE EGTT PTRE GECTATTT CTTET T ITTCTT PCT TTTT A2 LACGG AR - GGG TCLGGGG CCGGGAGGGGH
121 131 141 151 161 171 181 191 201 201 220
880 ‘
o i b ot Ll
0 “Mﬂ““J\“AJ\“,A““A““ \“A\l l.iix“h” “‘ ALY “u .“ W ‘ u“l | mh ‘ l‘ A
‘ TTTGGGGGA! TTTEEA BEE TLGGGGAGCCTTGCAG T T ERT-T CEEECCETTTETESEET TTTT TT TS TET T GE AAT CETTTITGE e C CEER B
231 241 251 261 271 281 291 301 31.1. F2T 333 34
880
440
0
[ T'T'TAC CCL.GGGGGCAG T TTT TTACAGTTCGAACCCTTTGEAC LEE .GCC GG
I 381 391 401 411 427 431 441 451
880
440
0
TrECE CTT'TA CCT T A& ET TTT T GGCCGGCTATTT CETECE & GTTTT'CGGGT_TCTTC TTC_C—TTT'I'GG GTTG

541 551 561
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pplied

B8E/5Ems
SING:17A18 T12C:10  Primer C : Poly(A) region primer #43. KB_3500_POP7_BDTv3.mob Dec 05,2014 10:17AM, JST
KBTaqE casme FTECTEITTTTIICTEITITRAECs | R e Roras 2 ATERS o
s |5 #M-002072 4 (~ 5245
E” (4 A,QAL‘.M,M\UM mmum i Aﬂ A(“ "“»“ A dh W
1258
" A AN oA A A A A A AR AMAAAAA WAAARAAMAN AN A A A
;2T1TTC cc ;fs'TlCCT CTT241 CT 251"ITT c ZGC]. TGT GGC (2;7T1 T TTT'21‘81 T 7! 'cvzc;;rl clera'c! CglOTlTG cAR ’I‘C311G TAGTCT 521 GTAC .
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