Genome Network Project_Full ~Length cDNA clone Gene Engineering Division
RIKEN BioResource Center

RIKEN_Clone_ID : ARe69D10

Vector : pKA1US Gene SMC2
RefSeq mRNA | NM_006444.2 | 5983 bp 1..5983
CcDS 3594 bp 280..3873
= terminal | o241y 40.5983
sequence
@ Plasmid DNA purification
Date : {20702 Culture : LB (100 ug/ml Ampicillin)_5 ml => 37°C O/N
Date : [2070% Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : (20705

DNA concentration (O.D.): 12| ng/ul
DNA 0.2 ul
Enzyme (BamHI ) 1 ul
Buffer H 1 ul
dH,0 7.3 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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<{Expected digestion pattern from ARe69D10 >
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3138, 2325, 1947, 1886 bp (inference)

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : | 20712 Shipped : 25 ng/ul, 40 ul
DNA (L2210  ng/ul) 15 ul
10x TE Cb.> ul
dH,0 SZ{. Y ul
Total (&b o u

http://dna.brc.rikenjp/index.html



AR MWW«_‘_M_MBW,. 7672_ARe69D10_pGCAP_F_D01_10 Inst Model/Name 3500/3500 Instrument
7672_ARe69D10_pGCAP_F _ Jul 04,2002 09:44AM, JST

S/N G:640 A:413 T:449 C:337 KB_3500_POP7_BDTv3.mob Jul 04,2002 10:09AM, JST
KB.bcp Pts 1915 to 14085 Pk1 Loc:1892 Spacing:12.35 Pts/Panel1350
_Am 1_ 4.1.8 Omu 10 <ma_o: 5.4 _.__mD< mmmmm mw._ _u_m_m Zm:._m 20120704 _ :.__x
CG (GG G 1G 1T C TTC TGC TCT GCTGCTCGAGTGT CGACGGCCAGTACG TATT TAATAC GAC CTATAGGGAATTCCAGGG GG GTGGTGGATIGGCCGH
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\ATAGTTCCGGCGCGGGTGTTGAGAGCGGTGTGGTAGGTGT TGTAGC CGC TATGGTGAAGT TCGCT TTGT AGC GGCCCCGGCTAGAGAGTITGGCCTGT 1
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TGCTTTTTGCTGGGCATC' CCTGTCTCAGGTTCGGGCTTCT! TTTACAAGATTTAGTTTACA AA TrGGGCAGGCTG GTAT TACC \AGCCTC TGTGTC \TCACTT
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TTGAT TTCTGAC \ AGC G CET T TTTGAGGT TC? > GGTGGTTATTG GT GGT I I C
568 577 586 595 604 613 622 631 640 649 658 667
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2 Applied 7672_ARe69D10_pGCAP_R_E01_13

AR

Inst Model/Name 3500/3500 Instrument

- W_Ow<m.nm3m 7672_ARe69D10_pGCAP_R Jul 04,2002 09:44AM, JST
S/N G:358 A:381 T:427 C:237 KB_3500_POP7_BDTv3.mob Jul 04,2002 10:09AM, JST
KB.bcp Pts 1305 to 13184 Pk1 Loc:1282 Spacing:11.66 Pts/Panel1350
KB1.4.1.8 Cap:13 Version 5.4 HiSQV Bases: 239 Plate Name: 20120704_mix
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