NRCD Human Full-Length cDNA Clone Gene Engineering Division
RIKEN BioResource Research Center

RIKEN Clone ID : ARe33F06 Lot# : 7672_A9Lp
Vector : pKATUS Gene | CCL26
RefSeq_mRNA]  nmoos0724 562 bp 1

@ Plasmid DNA purification
Date : (] 224 Culture : LB (100 ug/ml Ampicillin)_5 ml -> at 37 deg C O/N

Date : 200 03 Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 20008

DNA concentration (0O.D.): 26 ng/ul
< Size of fragment expected from this clone >
DNA Dt al
Eiizyiie (BamHly 1 ul BamHI 3.1kb (vector), 0.7 kb (unsure)
e 1 u]
dH,0 7.6 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

(MD:Marker
@:uncut
@:BamHI

Marker : 2-Log DNA Ladder (NEB#N3200L)

@ Confirmation of the insertion sequence @ Adjust plasmid DNA solution to 25 ng/ul
Date : 21028 Date : 2. 04.0|
Primer A PGCAP—F DNA (261 ng/ul) J0.0 u
Primer B pGCAP-R 10x TE ¢35 ul
Primer C Poly(A) region dH,0 §7/.7  ul
List of http://dna.brc.riken. Total 335, 2 ul
Sequencing |Jjp/en/NRCDhum2e
Primers n.html
@ Shipping

Conc. : 29 ng/u 9, Volume: 40 p2
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APPROVED BY :

http://dna.brc.rikenjp/index.html



APPSI( tdm 7672_ARe33F06_A9Lp_pGCAP_F_B01_04_ABI24 ~ Inst Model/Name 3500/3500 Instrument
__________________________ :

536 Primer A : pGCAP-F 3
Pts 1826 to 9000 Pk1 Loc:1794
5 CTCAGTGGATGTTGCCTTTAC 3 Version 6.0 HiSQV Bases: 552
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Printed on: Thu Jan 09,2020 11:33AM, JST




» Applied

Bi osystems 7672_ARe33F06_A9Lp_pGCAP_R_C05_08_ABI24 Inst Model/Name 3500/3500 Instrument
7672_ARe33F06_AS9Lp_pGCAP_R Jan 10,2020 10:56AM, JST
SIN G192 A1173 T:158 C:148  primer B : pGCAP-R KB_3500_POP7_BDTv3.mob Jan 10,2020 11:13AM, JST
KB.bcp . , Pts 1778 to 8694 Pk1 Loc:1746 Spacing:10.73 Pts/Panel1350
KB1.418 Caps8 5 GCATTCTAGTTGTGGTTTGTCC 3" yesione.0  HiSQV Bases: 109 Plate Name: 20200110_GNP
C TC TIAT(GATG TCTG GITCCIATTAACCC TCACTAA GGG AGATCCGELE.6CCELCCE TACTT ITT R Y T T TSRS T OT T T T2 DT IO ST T T T T Y T T T T T T
1 11 21 31 41 51 NptT T 61 riil 81 91 101 11
\ector
702
il AAANMAMARARARARARARARANAMANAMAMA A
0 - RN QAL
e T T T T T T T T T T T T TAT T T ET T T TCE TECCCE TTITT TTCCCCCEC CTC B EE EE G ARTTCCCCCGGCCCCCCAAAAGG CCCCCCCCTCCCCCC GGGGRECCCAA
1 121 131 141 151 161 171 181 191 201 211 221
702
351
GAGAACTCGGATG AAARTTCACCAGAGCCACAAARAAAICGGAGTTTTCACGA! AARARNTGT AT TTT TG CACCEAAAATTTECTT TGOT TCGGEGEGACAAATT TTTETTCC TCTPTT ICC
231 241 251 261 271 281 291 301 311 321 331 3
702
351
TTT “TTTCCCCCCCCGCTGGEGGGGGGCTGT CCCGGGG GAA GGG TAGC TTCE CACCCGGGAAAAGGGAAGGGG (TTGGGGTTGGCTT GCAAGGGEGGGEGGGE GG IT ]
41 351 361 371 381 391 401 411 421 431 441 45
702
351
LCTCCCCCGEGGGGGITTICCC CCCCCC(AGACTCALG AGGGAGGEG GG GAGC AC GGC GEA GGCCAAG G AGAGGCCC ATCA TGATGCT GCAAA TCAGCCCC TTCT CAGGTT
1 461 471 481 491 501 511 521 531 541 551 561
702
351
0 o 0Cnac e o NA AL NSARENDA . —e . o :
TCTCCCCATCCACTACCGCCGTGGAATCCCCCTATACC GA G T GG AG TAAATACGTA TCTGGGC GGGGTATTT ACA CTC GAGETGGCT TT TT 1AGTAAACAG T ARACACTTT |
571 581 591 601 611 621 631 641 651 661 671
702
351
0
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A Applied ;
a; ' Bi osystems 7672_ARe33F06_A9Lp_GNPmixture_B05_05_ABI24 Inst Model/Name 3500/3500 Instrument

7672_ARe33F06_A9Lp_GNPmixture Jan 10,2020 10:56AM, JST
S/N G:181 A:139 T:74 C:104 Primer C : Poly(A) region prjrner #0 KB_SSOO_POPT_BDTVSmOb Jan 10,2020 11:13AM, JST
KB.bcp . Pts 1832 to 8693 Pk1 Loc:1800 Spacing:10.35 Pts/Panel1350
KB14.18 Cap5 5 TTTTTTTTTTTTTTTTTTTTVNN 3 yersion6.0 HiSQV Bases: 657 Plate Name: 20200110_GNP
TTT A G TIACTCTG GG GG ANCACCCT CTCCTCCCCAG CEGGTCCATG TAGC CT TCAG AAAAGATT CC GCACGGC TCCCCAG GGGCTGCAGAGCCARG AGCGGGGTCCE
11 2L 31 41 51 61 7L 81 91 101
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\GCGTLCCTCGG ATGAAAATTCAGCTGES AGTCACA TTGT PTTCGCAGTTTTCAGT hAG A TETATTTTT GEACCCAT TTTITTCC I G AT GIOTACAGAGCTTT FC TEG CETETT'TY
i 11 123 131 141 151 161 171 181 191 201 211 221
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GGTAGT GAATATCACAGCCCGC TGGGAGCAGCTGTTACTGGTGAAT TCATAGC TTCGCACCCAGGTCCAGGG AAGGGEGGC TTE TGGC TG TATTGG AAGCAGCAGCTC TTGGATAT
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