NRCD Human Full-Length cDNA Clone Gene Engineering Division
RIKEN BioResource Genter

RIKEN Clone ID : ARel18E11 Lot# : 7672_A7J6
Vector : pKATUS Gene CD44
RefSeq_mRNA|NM 000610.3 5748 bp |

@ Plasmid DNA purification
Date: (7(0lZ Culture : LB (100 ug/ml Ampicillin)_5 ml —> at 37 deg C O/N

Date : (71017 Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : {71017

DNA concentration (O.D.): 13% ng/ul

< Size of fragment expected from this clone >

DNA 04 ul
Enzyme (BamHI ) 1 ul BamHI 3.1kb (vector), 5.1, 0.3, 0.2 kb (unsure)
Buffer H 1l -

dH20 ...................... ST

Total 10 ul

BamHT

=
s

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
(kb)

SR 3.0 —
Trrat 1.0
— 0.5
@ Confirmation of the insertion sequence @ Adjust plasmid DNA solution to 25 ng/ul
Date : ]f“ﬂlg Date :
Primer A pGCAP-F DNA ( 235 ng/ul)
Primer B pGCAP-R 10x TE
Primer C Poly(A) region dH,0
List of http://dna.brc.riken. Total
Sequencing |jp/en/NRCDhumZ2e
Primers n.html
@ Shipping

d Conc. : 29 ng/u 2, Volume: 40 1 2

APPROVED BY :

http://dna.brc.riken jp/index.html



5 éggyl;lft%m . 7672_ARe18E11_A7J6_lll_pGCAP_F_D11_11_ABI24 Inst Model/Name 3500/3500 Instrument
7672_ARe18E11_A7J6_III_pGCAP_F Oct 18,2017 10:09AM, JST
SIN G:201 Ai189 T:179 C:259  pyinier A pGCAP-F KB_3500_POP7_BDTv3.mob Oct 18,2017 10:23AM, JST
KB.bcp Pts 1793 to 8706 Pk1 Loc:1761 Spacing:10.45 Pts/Panel1350
KB1.4.1.8 Cap:11 5 CTCAGTGGATGTTGCCTTTAC 3’ Version 6.0 HiSQV Bases: 719 Plate Name: 20171018_GNP
TAGG T AG ¢ 1ITIC T TETGETCT GETGEEC TEGAGTGT AACGACGG CCAG TACGTATT T TACGACTCACTATAGGGAATTCCAGGGGGGTGGTGG AT|ITRGCCTCT

1 b 21 31 1 41 51 ¥ 61 il 81 91 101}

1056 :

L
iy L

GCCAGGTTCGGTCCGCCATCCTCGTCCCETCCTECGCEGG CCECL IGCCCCGCGCCC GGE ATCETCCAGETCCTTTCGUCECGCECCCTCEG TTCBGE TECEG ACACEATEG AC
121 131 141 151 161 181 191 201 211 221

NHM_0006i0-3 (322+)
1056

MMWMMWWWMMMMWMMMWMMM [\IW\M/\/\MW

F PG GTECCACGCACGCETGEG GAC TETGEC TCGITGCGCCGEGE TG AGCLC TEGCGEGCAGATEGAT TT G TATI CCTGCCGCTTTGCAGGTG TATTCCACGTGG AG ? TGGTC
231 241 261 271 281 291 301 31T 321
1056
““m bl “ ﬂh“lﬂ “l il lm \ ‘ T W mmm hﬂ“ ﬂ “mll W
o | AR ANUUUUTY WUV L AN TV AR AT |
ALAGCEATCTOTCGGE ACGGAGGECCGE TG ACETETGEC GGCTTTC TAGLACCTTGCE CAC .TGGCCCAGATGGAG GCTCTGAGCATCGGATTTGAG ACCTGCAGG
341 351 361 371 381 391 401 41 1 421 431 441
1056
528 l ‘
0 l | ;
TATGEGGTTCATAGAAGGGCACGTGGTGATTCCCCGGEG ATC CACLCCCE ST EOATETET GER GE CAACACAGOBGGTGTACATCCT CACATCC CAC T CCCAGSTAT GACSH
451 461 471 481 491 501 511 521 531 541 551 56
1056 )
528
) W\/WWW | MWW o e M A e A Y
C AT T G E T ER TGC TTECAGET CCAGECTGAAG LGATTGT CAT E GTCACAG & CT GE GC A TG ECETTTGATGGACC TPTACE T (o g TTGT T CrE G TG RY
i 571 581 591 601 611 621 631 641 651 661
1056

g WMNMWM&MWMMMIWM
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Applied

e Biosystems 7672_ARe18E11_AT7J6_lII_pGCAP_R_E11_14_ABI24 Inst Model/Name 3500/3500 Instrument
7672_ARe18E11_A7J6_lll_pGCAP_R Oct 18,2017 10:09AM, JST
SIN G:51 A:56 T:103 C:52 Primer B : pGCAP-R KB_3500_POP7_BDTv3.mob Oct 18,2017 10:23AM, JST
KB.bcp . Pts 1789 to 8706 Pk1 Loc:1757 Spacing:10.63 Pts/Panel1350
KB1418 Cap14 5 GCATTCTAGTTGTGGTTTGTCC 3 Version 6.0 HiSQV Bases: 213 Plate Name: 20171018_GNP
BTEITC TYHATEATE TETGE G ITCUZA TTAACCET CAG T 6/GG-AG IT €C B/E G GE E6CGE TAC|PTE T TT T TIT T T BET TIT DETTEET DT UFE T T LT T EE T TT T T T/F. T

i 10 19 . 37 4 46 4155 64 73 82 91 100 09

BmH L Tf?ra gter Mot -
526 ' {or

o onM OV Wl | \/\[\M[\[\[\Af\[\f\l\[\[\/\/\/\/\f\/\[\ﬂ[\[\ﬂf\/\[\[\/\f\[\/\l\[\ﬂ[\[\[\f\f\/\/\/\/\N\/\/\/\/\

TPETTT TP T T T DT T T D TT T T T BT I T T TT T T TTT T T TTE T C CEE CEGTT L TTI I TIT e cCeiC TI.T T 0TI T-T 17 CCecgeceLgecccecccCoeCcr

118 127 136 145 154 163 172 181 190 199 208 217 2

odl el feR ol o el R ol ok s alloR eles GGEGCCCCCCCCCAA ! AAARAAAAAAGGGGGEGGEGGGEGGGGGCCAAAARAARALR MARRA G
26 235 244 253 262 271 280 289 298 307 316

T s RE T T b @ T T & £ Az A C G & €€ GEGEGE CLHECEEEEEE G & A TTTITTTTTITT TCCEE T TTT T TTT T ECC
334 343 352 361 370 379 388 397 406

cCecegecceccoccececcegceeceeccececa AA T GG GGGGGGGGGGGGGG CC C CACCTTTGGGGGGGGGGG GC AL X GE CGAT CCCCCTGGGGGGGGG
415 424 433 442 451 460 469 478 487 496 505 514
526
263
0 P DL N e, - sosooaece 2N T SIS PN e
GGG gECC.L B ecCc CCCCC O CEECIE CRGC ARR 2 : % TTTAT TT TIT TTE €T ETCTIT T cegeCie ATATTT AGG GG GGAGCA GCGC GCCC CCACACAH
523 532 541 550 559 568 577 586 598 604 613 622
526
263
O ——— e
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l . Applied

\'D BiDEystems 7672 ARe18E11_A7J6_IIl_GNPmixture_F11_17_ABI24 Inst Model/Name 3500/3500 Instrument
7672_ARe18E11_A7J6_IIl_GNPmixture Oct 18,2017 10:09AM, JST

SIN G:51 A:71 T:63 C:59 Primer C : Poly(A) region primer #0 KB_3500_POP7_BDTv3.mob Oct 18,2017 10:23AM, JST
KB.bcp o , Pts 1789 to 8706 Pk1 Loc:1757 Spacing:10.45 Pts/Panel1350
KB1418 Capi7 5 TTTTTTTTTTTTTTTTTTTTNNN 3" yersion6.0  HiSQV Bases: 696 Plate Name: 20171018_GNP
T GTT?GCC o e e ThT T'TT ©E £ AAGTBETTTC CTEAEBE TATACAT TCATGET TTCOTCATTATTAT T GAT CCGATCE i L ETAT s CCAGAGG GG

Towm- pobbio-3) 21 A (WM. 066t 3) 41 51 71 o1 101 111

2]
Nove't AA. ol e e I lﬂlhlhﬂmm | uumuuunnuhm, L
GTGTGCTCTG GTC T CAGTGGTCATTGTACAGCACH \.TGGGCTATTC TTTGAF nCT CF TGATTTACAC GACATATCT
121 130 141 LST 161 il i | 181 191 201 211 221
1138

569
A“‘lllll llllllAAlAAAlAlAAAAAAAA‘lllAll‘AlAA;AAAAAAllALlAAAAA‘l‘lAAAl‘llllll‘lllliklllllll‘ll‘llAAAAlll‘lllllAAAA

A\ACAT AAGGTG TESASCAETS TT AT TE T TRTD TCT T8 ACATTTTGE TTTTCECAGAT GTC ATGTTTCETEC TETCCTACTCCTE TG ATATAACAGTATTG TG AATGS
231 241 2571 261 271 281 291 301 311 321 331. 34
1138
g | | [
o Masianalinhing A AnaaAAaAAAAN AN ARARAMAAAANAA AR A AR AN AAAAAAARAARAAA A AA AN A AAA AN A
[ TGGCTAC ATECRATT OCTT GG TGTTETTAT G AT CT EAAT AT ' CTTTTGEGE 2 GGTTCET GCTAG GEC TTETACCAG GCTTG TATGGATTCGAAGAT GTC]
1 351 361 201 381 391 401 411 421 431 441 451
1138
569 ‘ ‘
0 l‘lAAlAAllAAAAAA‘AAA‘l\‘lllLAAAA‘AAAAAAAAIA)A MAAAAAAN WA AN AAAAAAAAAAAA«AAAA.AAAAA .A.AAAAAA.AAA AV
PP PG TCTC T T TT GAT TT T TEACT CAGAGE TAAT T TTAAG GG A GTCTTCAGGAGACACA \VGATT TAC TTGCAAG : PTTACATET T TAGSCT C:T GGTTGCTTT
461 471 481 491 501 511 521, 531 541 551 561
1138
569
0 MWWM@MMMWWW
A F TGTTGGCGCCTTTTACTTT T TATAAAGACCCAGTTT LA TG CTTAGCCCAGGTCACCTGE AATCATTGEGT TG CGTGTAGTC2AGLCTGT
571 581 591 601 611 621 631 641 651 661 671
1138
569
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