NRCD Human Full-Length cDNA Clone Gene Engineering Division
RIKEN BioResource Research Center

RIKEN Clone ID : ARe15G03 Lot# : 7672_A9Lk
Vector : pKA1US Gene | ACOTS8
RefSeq_mRNA| NM_005469.4 1154 bp |

@ Plasmid DNA purification
Date : [6“ Z i‘[ Culture : LB (100 ug/m! Ampicillin)_5 ml —> at 37 deg C O/N

Date: [(220 Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : (41220

DNA concentration (0.D.): }q b ng/ul

< Size of fragment expected from this clone >

DNA f.y% wl
Enzyme (Ball':rl‘lli.'ﬂ ) 1 ul BamHI 3.1kb (vector), 1.4 kb (unsure)
Buffer H 1 ul
dH,0 Gl
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L) O:Marker
@:uncut
@):BamHI
@ Confirmation of the insertion sequence @ Adjust plasmid DNA solution to 25 ng/ul
Date : [ {223 Date : 21-04.0|
Primer A pGCAP-F DNA ( -2'?5 ng/ul) 4%\0 ul
Primer B pGCAP-R 10x TE {0, % ul
Primer C Poly(A) region dH,0 PR
List of http://dna.brc.riken. Total /0148 u
Sequencing |jp/en/NRCDhum2e
Primers n.html
@ Shipping

J Conc. : 29 ng_/y 2, Volume: 40 u 2
FHMMQ

APPROVED BY :

http://dna.brc.rikenjp/index.html



Blgsylflsﬁ%ms 7672_ARe15G03_A9Lk_pGCAP_F_C03_09_ABI24 Inst Model/Name 3500/3500 Instrument
7672_ARe15G03_A9Lk_pGCAP_F Dec 23,2019 10:08AM, JST

SIN G:521 A:462 T:267 C:613 Pyimer A : pGCAP-F KB_3500_POP7_BDTv3.mob Dec 23,2019 10:22AM, JST
KB.bcp Pts 1756 to 8694 Pk1 Loc:1724 Spacing:10.4 Pts/Panel1350
KB14.18 Cap9 5 CTCAGTGGATGTTGCCTTTAC 3 Version 6.0 HiSQV Bases: 662 Plate Name: 20191223_GNP
CCGLG 76 "G TTPC T TCTGC TCTA AAGCT GC TCGAG TGTAAAACG ACG G CCAG T TACGTATTTAATACGACTCACTATAGGGAATTCCAGGGGGGTGGTGG ~T|GE CCGG AAg

1 il

27 31XhOI QMI?J'FWA« 5T vS Bl 61 71 leC Rl 91 101

50 Ve e

JAGTCAGGTTCTGTGT TGJCTCCGCGICTTCCGCGG G CGGGTG TGC GGGCCTGC GCAT TG CTAGATGTCGTCCCCGCAGGCCCCAG GATGGGCAGGGC TGTGGCG|

1 214, 131 151 16 _ 181 191 201 211 221
NM-0054€924 5 teymimd Sepeence
1.1.00

% MMMMMWMWMWMMMMWMMMMMM il

CCGCGGCGATCCCCCTGGGG ACCTCCGTAGCGTCTTGGTCACGACCGTG CTCAACCTCG AGCCGC RGGACGAGGATCTCTTCAGAGG AAGGCATTAC TG GG TACC GG CC 7
231 241 251 261 271 281 291 301 311 321 331

1100

> unuuhunuhnhunuhuuuhuuduhhnuuuuununnJuhuuuuhuuhunuhuuuhnul

5 GCTGTTTGGTGGTCAGATCGTGGGCCAGGCCCTGGTGGC TGCAGCCRAGTCTGTG AGTG GACGTCCACGTGCACTCCCTGCACTGCTACT TTGTTCGGGCAGGGGACCCG
341 351 361 371 381 391 401 411 421 431 441 45

1100

o \ | il

AGCTGCCAGTACTGTACCAAGTGGAGCGGACACGARCAcGaTeaalse Trc Th e e GeacTCTGTGAAGGCCGTGCAACATGGGAAGCCCATCT TCATC TGCCAGG CCTC ¢
1 461 471 481 491 501 611 521 531 541 551 56

F2

1100
550

0 . _ [\ MY W ey o MY

‘TTCCAGCAGGCCCAGCCCAGCCCCATGCAGCACCAGT TCTCCATGCCCACTG TG CCACCACCAGAAGAGC TGCT TGACTG TGAGACCCTCATTG ACCAGTAT TT AAC
1 571 581 5971 601 611 621 . 631 641 651 661

1100

350 “UA O X oo X0 “.A" o o 00 .‘\.0“0 (0 O‘o“o. 00 A 0000 0
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. Applied

)y BIBE stems 7672_ARe15G03_A9Lk_pGCAP_R_D03_12_ABI24 Inst Model/Name 3500/3500 Instrument
7672_ARe15G03_A9Lk_pGCAP R Dec 23,2019 10:08AM, JST
SIN G:237 A192 T-167 C:240 Primer B : pGCAP-R KB_3500_POP7_BDTv3.mob Dec 23,2019 10:22AM, JST
KB.bcp , X e . Pts 1723 to 8706 Pk1 Loc:1691 Spacing:10.38 Pts/Panel1350
KB1.418 Cap:12 5 GCATTCTAGTTGTGGTTTGTCC 3 Version 6.0 _HiSQV Bases: 186 Plate Name: 20191223 GNP
GATC “TTATCATGE TETE G ZTED 7T \CCCTCACT? GGG AG 1CCGCGGCCGCGG CITT T T T YT e T T T T T T T T TT IR T T O T T PO T L T PT T PT ¢
- ¥
1 11 Bom"ﬁ T3 pBﬁovnotak 4 SWD‘EI " 61 71 81 91 101 111
840
o ey W m“HNHlmlll“H““mml““llm““ml“
0 ‘A‘ .‘ ‘ A-A ‘ ‘ AJAIA
I TTCCCAGGGGTATCAGTCTCTTTATTGG RATGG GAGG GCCA?Z GG GACTGTAACTCC TG TCTCAGSG AATGGE GG AT TGGGAGGTTCTTG AACCCCCAGG C1? GC TGGT .
121 13T 141 151 161 171 191 201 211 221
840
o it il Al “ “ T o
A i l“ ‘ | .‘
o LA ArAARA AR A AARLIAAAL fu“ Ahu A A AN AR L) i
CC TETHEGETACAGET TGE TCTC TG ARCCTGGGGCTTCACTC GG ATEACCECETCE TG GG CAGR GG'TC; CAGETAGG RETC CATE OTGE ACCcceftacGaCceE AT EE aACCACET O
231 241 251 261 271 281 291 301 31 321 331
840
- l“‘*‘ | Ml A “‘ il A )
B m\ A i u‘am.h! A At A AR l.m‘ AUV AN AR
AGCCACCGGCCCAGGBGGEGCTCTCCCATTCATAAR CATCCAGGGGTCAGC TCGG GGGGGGGGGG CCACATGG AATGGTCCAGTG ACCATGAAGTGCACCTTGTGC
341 351 361 371 381 391 401 411 421 431 441 451
840
2 A A i e o
0 ukm ‘ Au x‘ .h “AUAM.\M A‘\'\ k“l A AR “ﬁ“l J“,A MMM fuk \hu AAA&A Au\“k A
TGCCACTGGGGAGGCAGCAGTGCAGTGCCC? F AnGGCATAATC GAAA®? AGGCGGCCACCCAGCAG TG CAT CT TCATGTCCCCCTCGCCAARTATAGCC CCGGRCTCGLACT
461 471 481 491 501 Blil; 521 S 541 551 561
840
0 e e il A W M»w~ﬂﬂ&»t»
0 ’A'\ kf! AAAAL_-A\A.LNA A !_QAQ‘A_AA _____A Am A‘ A &‘\ -A‘ “ﬁ‘.\, =
ACAT CT GT TTGGEGRETCRBATTCTETGCAGC T GGGGGGATGGG TTTACTGG C TTGATCTCAATGGE GACCTCCTGAG CAGCAATTCGGTT GAGCGCC T GG
574 8% 591 601 611 621 631 641 651 661 671

840

R I T e A Y A T T Y S S Y N g WV Woeve
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Applied

, Biosystems 7672_ARe15G03_A9Lk_GNP Mixture_E03_15_ABI24 Inst Model/Name 3500/3500 Instrument

7672_ARe15G03_A9Lk_GNP Mixture Dec 23,2019 10:08AM, JST
S/ING:29 A118 T:14 C:22  Primer C : Poly(A) region primer #0 KB_3500_POP7_BDTv3.mob Dec 23,2019 10:22AM, JST
KB.bcp ; Pts 1706 to 8559 Pk1 Loc:1674 Spacing:10.39 Pts/Panel1350

2 B I D

KB1.4.1.8 Cap:15 Version 6.0 HiSQV Bases: 647 Plate Name: 20191223_GNP

TTICTIC TTATITG GATGTG AG G GC(RAAAG GG /CTG TARCTCCTG TCTCAGG ARTG GGG /TAGATGGGAGGTTCTTG AAGCCCCAGGCG ALGCTGGTACCTC TG GCTACEG C|
11 2 31 1 , 5 61 71 81 91 101 111
M- o542 (v 1 ®)

1098

549

0 \ . . L) .
ITGCTCTCTGAGACCTGGGGCTTCAC TCGGATCACGCCCTCOC TGGGCACAGGTCACAGCTAG GACTCCATCCTGACG CCACAGCCGCCCATGE ACCAGECCCCG AGAGCCAC Gl

121 131 141 151 161 171 181 191 201 211 221
1098
549

o \WAAAMA W MAAAAAAAAAA AN Al AR AR aaAAA aAaA A AAAAAAAAAAAAANAAA AR AR A AAAAAAANA A AR AAAAAA S AR

3GCCCAGGGGCTCTCGCATTCATAGAGCATCCAGTGGTCAGCTCGGALGGGGGCGTGG CCACATGG AATGGTCCAGTGAGACCATGAAGTGCACCTTGTGCTGCCACTGGTG

23] 241 251 261 271 281 291 301 Bl 321 331 3
1098
549
0 MMﬂMmﬂﬂAAﬂﬂﬂﬁﬂﬂﬂaﬂﬂﬂaﬂﬂaﬂﬂﬂﬂﬂﬂﬂnnAAAAAAAAAAAAAﬂAAAAAAAAAaﬂBAAAAAﬂAAAAAAAnAAAAaAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA;
GGCAGCAGT GCAGTGCCCAAGAAGGCATAGTCG GAGATATAGG CGGCCACGCAGCAG TGCATCTTC TGTCGCCCETCGCCAATATA GCCCCGEGCTCGC ACCCAGA ChA TC 1
11 3511 361 Bl 381 391 401 411 421 437 441 451
1098
549

0 A ana s AAAAAAANAANAAAAAAAS AAA AN AAAAAAAAAAANAN A AN AN ANANAAAAMAAAAAAANAAAMAAAANRAN A MAAAN

‘G‘[‘TTGGGCTCCjﬂ;:lj_’{"Q_I‘“E_.’Tm_.(}_;;_:_:(_E_QHTV_’._G_QC_'V’L‘_M(_J;.'GGGGsG,'TGGGT‘TT-’-.CTGGCTTG \TCTCAATGGGGACCTCCTGAGCAGCAAT ICGGTTGAGCGC CAATGGGTACCTCT
461 471 481 491 501 511 521 531 541 551 56!

N =
i
o S

1098
549

0 \anal 7 N A A A A A T A A T LS N

TITGGRGGTTAGGGTCCC ATT AT GAGGG TCTCACAG T CA GCAGCTCTTCTGGTGGTGGCACAGTGGGCATGG AGAACTG GT GCTGCA TG G !
L 571 581 5491 611 621 631 641 651 661

1098
549

L0 DPAOADACANNA LN Ao N e N OO an
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