NIA 15K Mouse cDNA Clone Gene Engineering Division
RIKEN BioResource Center

RIKEN_Clone_ID : H3124E12
Vector : pSPORT1

Gene Dbi
5" EST Sequence | H3124E12-5 344 bp
3' EST Sequence | H3124E12-3 443 bp
@ Plasmid DNA purification
Date: | 2110 Culture : LB (100 ug/ml Ampicillin)_5 ml => 37°C O/N
Date: |21(02 Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : (21101

DNA concentration (0.D.);___ 132 ng/ul

DNA 04 ul
Enzyme (Notl + Sall ) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 7.6 ul
Total 10 ul
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Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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<{Expected digestion pattern from H3124E12 >

unknown, 4091 bp

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date: [21107 Shipping amount : 40 ul
Concentration at the time of preparation of plasmid DNA : 25 ng/ul
DNA (_133 _ng/ul) 85wl
10x TE 469 ul
dH,0 337, 3 ul
Total 449, 2l

http://dna.brc.riken jp/index.html



2 Applied
%m w_0m<m.nm3m 5723_H3124E12_Reverse2_D04_10 Inst Model/Name 3500/3500 Instrume

5723_H3124E12_Reverse2 Nov 05,2012 02:53PM, JS
SING:20 A6 T:14 C:14  prin o A - Reverse2 KB_3500_POP7_BDTv3.mob Nov 05,2012 03:19PM, J$
KB.bcp , Pts 1269 to 12943 Pk1 Loc:1246 Spacing:11.45 Pts/Panel13¢
KB1.4.1.8 Cap:10 5 GCGGATAACAATTTCACACAGG 3 Version 5.4 HiSQV Bases: 1013 Plate Name: 121105_GN
CTGTTCARAITCGGFITTICCCCCARGCC TCTAATAC GACT CAC TAT AGG GRZIA GCTG GTAC GCCIGCRAGGTACCGGTCCG E TATCCTECTEBCTTCTGAGCLC YT
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GGARCATAATGCCTTGGTTTTTTCTAAT GTAGATGATATGGCTGTG ATACATTAGGGCCAGCGTTAACCTCTGCTCCTCCTCCCTCTGTAGTTTTTACC TACAATCAA TTAARA
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O Applied
%w@ Biosystems 5723_H3124E12_M13(-40)_E04_13 Inst Model/Name 3500/3500 Instrument

5723_H3124E12_M13(-40) _ Nov 05,2012 02:53PM, JST
SING:27A22T:21C21  Primer B : M13 KB_3500_POP7_BDTv3.mob _ Nov 05,2012 03:19PM, JST
KB.bcp Pts 1274 to 13072 Pk1 Loc:1251 , Spacing:11.5 Pts/Panel1350
KB1.4.1.8 Cap:13 5 GTTTTCCCAGTCACGACGTTGTA S Version54 HiSQV Bases: 982 : Plate Name: 121105_GNP
CAGCCC GG RATTCGATTTIGG GTG ICIC TATAGAAGAGCTATGACGTCGCATGCACGCGTA ACGTAAGCTTGGATCCTC TAGAGCGGCCGCCJT TTTTTTTTT TTTTT TTTTTT
I 12 21 31 41 51 Myl 61 Hind 1,71 BasaH{ x_xwm. Noetl o1 101 111
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TTCAAAGTAACAAATGTACTTTTAATTGATTGTAGGTAAAAACTACAGAGGGA \GGAGGAGCAGAGGTTAARCGC TGGCCCTAATGTATCACAGCCATATCATC TACAT TAARAA
121 131 141 151 161 171 181 191 201 211 221 6
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OEOHHHOOHemmwwmﬁoooeﬂﬂOKOOHHOHHOOPOQPOHOOOFOHHmmoaaamoooaembmmaoomﬁ GAGCCCCGGCCGATCTGTATTTACATCGCCCACAGTAGCTTGTTTG
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ATGCCGRARAAGCGCGGGAGCAAGCTCAARARN AGCAGGATAGTCGACCCGGGAATTCCGGA \CCGGTACCTGCAGGCGTACCAGCTTTCCCTATAGT GAGTECGTATTAARAAGCT
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