NIA 15K Mouse cDNA Clone

RIKEN_Clone_ID : H3119D06

Vector : pSPORT1

@ Plasmid DNA purification

Date: 12061

Date: |206(Z

Gene Plekhn1

5 EST Sequence | H3119D06-5 609 bp

3’ EST Sequence | H3119D06-3 645 bp

Culture : LB (100 ug/ml Ampicillin)_5 ml => 37°C O/N
Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: [2C6|2

Marker : 2-Log DNA Ladder (NEB#N3200L)
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<{Expected digestion pattern from H3119D06 >

unknown, 4091 bp

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : 20614

DNA concentration (0.D.):___ 1 (% ng/ul
DNA 0.5 ul
Enzyme (Notl + Sall ) 05+ 05 ul
Buffer H 1 ul
dH,0 7.7 ul
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer
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Shipped : 25 ng/ul, 40 ul
DNA (_L'3  ng/ul) J0 ul
10x TE 47 .5 ul
dH,0 292 .3 ul

Total 4248 ul



Applied

5723 _H3119D06_Reverse2_G07_19 Inst Model/Name 3500/3500 Instrument
 Biosystems 5723_H3119D06_Reverse2 Jun 13,2002 09:17AM, JST
S/N G:176 A:97 T:123 C:135 KB_3500_POP7_BDTv3.mob . Jun 13,2002 09:43AM, JST
KB.bcp Pts 1296 to 13199 Pk1 Loc:1273 Spacing:11.71 Pts/Panel1350
KB 1.4.1.8 Omu 19 Version 5.4 HiSQV Bases: 1021 B . _u_mﬁ Name: 20120613_kitaku-GNP
CCT1A CR 1G T TIC G CC GCTCTIATACGACTCACT GGG ARAGCTGGTACGC CTGC GTACCG GTCCG @ CGGEGTCGACT CCATCTGGT TTATTCCARAGG
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GCACETE CAGT mm .H,. mm FECTTC CGTTECCCE , GGGC AT m GGGGC TTC TGCCCTGTCCCTAT TTACTCCE TCTG
141 151 SH HS 201 211 221 |
CCCEAC TG CCCCAGGAGCAC IGG TGGC CGGCTGGC 2
231 241 NS 271 281 291 wB 311 321
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GGGGGGC CGGC CTEE . AT TAC CCCGAGGACC c GTGGGTGGC GGC TICTGCATGTTCAC GACGCAGCAGTGTGG GC GT mm..;“
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o \CCCTACGGGGTGGCCC T ITCTGEGTCITTET ETRC I'GT" TCACGTAGCCCACCAG [ T FTCTTGETeTC GEGTETTC _
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Applied 5723_H3119D06_M13(-40)_HO7_22 Inst Model/Name 3500/3500 Instrument

W_Omu\m.nm:._m 5723_H3119D06_M13(-40) Jun 13,2002 09:17AM, JST

S/N G:122 A:84 T:97 C:87 KB_3500_POP7_BDTv3.mob . Jun 13,2002 09:43AM, JST

KB.bcp Pts 1324 to 13247 Pk1 Loc:1301 Spacing:11.61 Pts/Panel1350

KB 1.4.1.8 Cap:22 Version 5.4 HiSQV Bases: 861 Plate Name: 20120613_kitaku-GNP

CA(C CCG CG "TGATTTAG GTG ICACTATAG GAGCTAT GACGT CGCATGCACGCE TACGTAAGCTTGGATCCTCTAGAGCGGCCGCCC|ITTTTTTTTTTTTTTTTTTTT T

19 28 37 46 100 109 |

Mlul Rindll BamH1 Xbal “
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TTTTT GGACAT ; e CAGGCCCATGGAGCCC oA CATGTTTATTGT TCAAGTTG GCTCATATTGCT GTGTAGGATCTAAGTGCATGTTGTGTGCCCAGCTCCAT

118 127 136 145 a. 154 163 172 181 190 199 208 217

GGCTGCTTTGTGTCCTTCAGGGATAGTGCCTGGC CAGAT FGCTGTGT GC GCG(
271 280 289 298 307 3le 325 334

623 f
0 Uncpunann AN AN ! T: A :;, Man WL ANAAAANAN A \apA
"GGCTAGGGGTCTGCATCATCTTCTT GC CETTGCCECTGCTCCTGTTGCCACAGTTGCTCTGCCCCTTCCTGCTTGC GGCCCAGC TGTGTTGC TCATCCTCCTTCA(
343 352 361 370 379 388 397 406 415 424 433 442 h_mu._
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0 _:_ AL _:: ‘ :, ,,::_m:.\/ AWV AANAAAMAAAA E: A _,,__.»_:_»_»_%E»»_:_ t sl A AT
TGAGT GTC1T o GC CTCTATTGTCCCACAGAGGGAGACAGGC ERCTCE GGGGTCCTTGGTCCCCTC!? ITrGCAGGAGRAGCTGAC TC GAGT RART
460 469 478 487 496 505 514 523 532 541 550 559
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0 »P»»bb»;» :rnbp» AAN ..»» »mf»b») »P:?v bm;»»?b » Pr ;;Iifl E»va
GTGTG CCTGTRAGC TGCAGCAC 1 CATCCAT raGT GRAGTC T ACGTGAGTAGAC
568 577 586 595 moh_ 613 622 631
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