NIA 15K Mouse cDNA Clone

RIKEN Clone ID : H3089H11
Vector : pSPORT1

Gene
5" EST Sequence
3' EST Sequence

@ Plasmid DNA purification

Gene Engineering Division
RIKEN BioResource Center

Lot# : 5723 A7L4

Myc
H3089H11-5 673 bp
H3089H11-3 579 bp

< Size of fragment expected from this clone >

size unidentified

size unidentified

size unidentified

Date : [Vf 204 Culture : LB (100 ug/ml Ampicillin)_5 ml -> 37°C O/N
Date : l 7‘2-05- Purification : QIAGEN Miniprep kit —> dH,O 100 ul
@ Digestion by restriction enzyme/Concentrarion calibration
Date : l 7[ 20 5_
DNA concentration (O.D.): 76 ng/ul
DNA (.3 ul
Enzyme (Sall + Notl 0.5+ 0.5 ul Sall _
Buffer H 1 ul Notl
dH,0 5.5 ul Sall + Notl 4.0 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer
Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Adjust plasmid DNA solution to 25 ng/ul @ Shipping

Date : /7’203

J Conc. : 29 ﬂg_/ﬂ 2, volume: 40 p @

oNA (16" na/u) 20.0 ul
10x TE 4.3 u
dH,0 384 u  PrT—com——rert—vomme= e
Total 243.2_

APPROVED BY :

http://dna.brc.riken jp/index.html



pplied H3089H11_A7L4_Reverse2_E01_05_ABIO8 Inst Model/Name 3500/3500 Instrument

BlosyStems H3089H11_A7L4_Reverse2 Dec 06,2017 04:42PM, JST
S/IN G:50 A:52 T:47 C:91 Primer A : Reverse2 KB_3500_POP7_BDTv3.mob Gray line indicates quality value De-c 06,2017 04.56PM, JST
KB.bcp Pts 1712 to 8524 Pk1 Loc:1680 pacing:10.33 Pts/Panel1350
KB 1.4.1.8 Capb5 5 GCGGATAACAATTTCACACAGG 3 Version 6.0 HiSQV Bases: 703 QV) < 40. Plate Name: 171206_GNP
CTIATAG GG GCTGGTACGCCTG CAGGTACCGGTCCGG TTCCCGGGTCG AQQTATCCAGCAGAGBCGARGCTGCAGC
1 11 21 31 a1 51 71 AP1 I ¢ 91 101 i
. PStT kpn] PEEL EeoRl o1 SRL e
1116 ety < 5'EST
558 V\/\/\/yﬂ
; Vi i
CGCCCGCGCCCAGTGAGG RTATCTGG G TTCGEAGCTE CT TCCCACCCCECCCCTE TCECEGAGECGEECGECT UG GG CTC TEETETCCATCETATGTTEE GG TLREETALS
121 131 141 151 161 171 181 191 201 211 221
1116
N\NUW\MMMM i o A AAABAAAR et
STECTTCTCCCE GGG 4C TG ACGGCGGCGGTG GC CTTQTCCACCGCCGATCAGC TGGAGATGATGACCGAGTTACTTG GAGGAGACATGGTG CCAGAGC TTCAT
231 241 251 261 257, 281 291 301 = i 321 331
1116
== uhdummmmlmmmu T h“hm IR
"CTGCEGATCCTGACGACGAG ACCTTC TCATCATECCAGGACTGTATGTG GAGEGEGTTTCTCAGEC GC. TGCC GCTGGTCTCGGAG TGGCCTCCTACCAQ
341 351 361 37 381 391 401 411 421 431 441 4

GETEEC GEGE GACAGC CC B CCTG GCCCCGCCCGCGGGC C GCGTCTGCT‘CC CETC CAGLCTETACCTE CAGE ACETCACCGE EGCCE CE TECGAG TGEGEAT TG
151 451 471 481 491 501 S Ei B 521 531 541 551
1116
558 /\
" ’\/\ /
€ BEE BE'TE G”GGTCII‘”CCCT CE EGQTE GCTCGCCC 'ICCTGC CCTCE
561 571 581 591 601 611 621 631 641 651 661
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pplied
Bl osystems H3089H11_A7L4_M13_F01_06_ABIO8 Inst Model/Name 3500/3500 Instrumen t

H3089H11_A7L4_M13 Dec 06,2017 04:42PM, JST
SIN G:41 A:53T:48 C:53  Primer B : M13 KB_3500_POP7_BDTV3.mMob  (jyay line indicates quality value  Dec 08,2017 04:56PM, JST
KB.bcp Pts 1729 to 8658 Pk1 Loc:1697 Spacing:10.32 Pts/Panel1350
KB1418 Cap6 5 GTTTTCCCAGTCACGACGTTGTA 3 Version 6 0 Hi SQV Bases: 1 705 (QV) < 40. Plate Name: 171206_GNP
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