NIA 15K Mouse cDNA Clone Gene Engineering Division
RIKEN BioResource Center

RIKEN_Clone_ID : H3027E03
Vector : pSPORT1

Gene Apob
5 EST Sequence | H3027E03-5 447 bp
3’ EST Sequence | H3027E03-3 382 bp
@ Plasmid DNA purification
Date: [30327 Culture : LB (100 ug/ml Ampicillin)_5 ml => 37°C O/N
Date: 120322 Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : (30328

DNA concentration (0.D.): 247 ng/ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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{Expected digestion pattern from H3027E03 >

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : 30402 Shipping amount : 40 ul
Concentration at the time of preparation of plasmid DNA : 25 ng/ul

dH,0 6786
Total 85].3 ul

http://dna.brc.riken jp/index.html



pplied ~
A% Blosystems 5723_H3027E03_A3CR_Reverse2_A05_02 Inst Model/Name 3500/3500 Instrument

5723_H3027E03_A3CR"Reverse2 Apr 01,2013 12:05PM, JST
SINGUBBAMBOTABEC: [\ oo KB_3500_POP7_BDTv3.mob Apr 01,2013 12:32PM, JST
KB.bcp BUILES dmeyesieiaes Pts 1291 to 13648 Pk1 Loc: 1268 Spacing:11.83 Pts/Panel1350
KB 1.4.1.8 Cap:2 5 GCGGATAACAATTTCACACAGG 3 Version 5.4 HiSQV Bases: 1068 Plate Name: 20130401_Biomass_GNP
CATT AP (G ATI:CGCC GCTCTRAATACGACTCACTATAGGGA GCTGGT,'CGCICTGC'GGT'CCGGTCCGLIIC.CCGGQIQE CTATCCCTTG RACCTCCATCACT
1 i g 21 2L 41 51 6l K T I 81 Saﬂl 91 101 1]
1284
0 AN .uu W ‘ A “Mmm WA A
: AL ..Ammom.lm.mm VWV o WA NIV WU TVVYRVR ﬂ
TTG ACCAGG AAGTGATCCTAAAAGCTAACACTA?R FCCAGAAGATCAGCTGGAAAGGTGGGGTCCAGGTTGAATCACGGGTTCTTCAGCACAATGCACAGTTCTCC ‘
L1 121 131 141 151 161 L5 181 191 201 211 221
1284
642 |
0
CCARAGAAGAAATACEGCT TGACCT TGCAGGRAT CCT TAGACG GACAGC TE TG GEACC T TGAAGCTATC TTTTTACCAGTATATGGCAAGAGCTTGCAGGAACTC C TACARATGGA
231 241 251 261 271 281 291 301 B 321
1284 V&'toh mSE y
S il A A
A o AN A |
TGGAAAGC GACAGTATCTTCAAGC TTCAACTTCTCTTCTATATACC? AAACCCTAATGGCTATCTCCTCTCACTCCCCGTGCAAGAACTGGCTGATAGATTTATTATACCAG
341 351 361 371 381 391 401 411 421 431 441 {
1284
642 ‘
; \ ) | AL \
GGATARAAAC TAAATGAC T TTCAGTGGAGTAAAAATC TATAAGAAGTTAAGTACTTCACCATTTGCCCTCAACCTAACAATGCTCCCC GTAF --'TTCCC'TGGG'TTG"TCTG‘
151 461 471 481 491 501 511 321 531 541 551 561 |
1284
o g | A
0 ‘ A‘ . “
TP AAC ACAGTAC TCTACAC CAGAGGGE TCC TE TETEC CC TAT TT T TGAGECARACTATACC TGAAATTCAT T TAACTGTATCCCAGT TTACACTTECCARAGAGCCTTECCAGTT
571 581 591 601 611 621 631 641 651 661 671
1284
642 .
0 /\ ‘ MYV ‘ NV VYWY . (V) l‘ / “ , .&‘ L‘
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2 Applied
A}% Biosystems 5723_H3027E03_ABCE_Reverse2_A05_02 Inst Model/Name 3500/3500 Instrument

5723_H3027EOS_ASCtReverse2 Apr 01,2013 12:05PM, JST
S/N G:188 A:150 T:153 C:148 KB_3500_POP7_BDTv3.mob Apr 01,2013 12:32PM, JST
KB.bcp Pts 1291 to 13648 Pk1 Loc:1268 Spacing:11.83 Pts/Panel1350
KB 1418 Cap:2 Version 5.4 HiSQV Bases: 1068 Plate Name: 20130401_Biomass_GNP
GGCAACACAGTCTTTGATCTGAATAAGTTGGCCAACATGATTGCCGATGTTGACCTGCCTAGTGTCACCC TGCCTGAGCAGACTATTGTAATCCCACCCTTGGAGTT CT ()
681 691 701 711 721 731 741 751 761 771 781
1284
. | e Wy
0 L ‘ A L\ £ . ‘ AW
TGTACCTGCTGGGATT TTTATTCCTTTCTTTGGAGAACTGACTGCACGTGCTGGGATGGC TTCTC CCCTGTATAAT GTCACTTGGAGCGCTGG TTGGAAAACCAAAGCA
791 801 811 821 831 841 851 861 871 881 891
1284 |
o Y
0 LD MMM 000 enon(eal™ ool ooecUsten 0000 500
GATCATGTTGAAACGTTCCTAGATTCCATG TGCACTTCAGCC TTGCAGT TTCTGGAGTATGC TTTAARRRA GTTGTAGARACACACAAAATTGAAG AAGATCTGT T ‘
901 911 921 931 941 951 961 971 981 991
1284
0
CCTATAATATCAAAGGRAACACTTC!A CACTGTGACTTCAATGTCEG AGTATAATGAAGAT GG TC TA TTTARRA GGAC TTTGGG AC TGG CRACGEG AG A G4
1001 1011 1021 1031 1041 1051 1061 1071 1081 1091 |
|
1284
642
0
C TCACC TCE TCATCACCE BCGCCC AGC AC TG AC TG AC TTIT CATE TG TAC TAGA A GE A G A & G AL GG T& TG THEC
1101 1111 1121 1131 1141 1151 1161 1
1284
642
0
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pplied Pk
A% Bi osystem s 5723_H3027E03_A3CE_M13(-40)_B05_05 Inst Model/Name 3500/3500 Instrument

5723_H3027E03_A3C2 M13(-40) Apr 01,2013 12:05PM, JST
S/IN G:123 A:65T:98 C:77 Primer B : M13 KB_3500_POP7_BDTv3.mob Apr 01,2013 12:32PM, JST
KB.bcp ' Pts 1296 to 13590 Pk1 Loc:1273 Spacing:11.85 Pts/Panel1350
KB1.4.18 Cap:5 5 GTTTTCCCAGTCACGACGTTGTA & Version 5.4 HiSQV Bases: 591 Plate Name: 20130401_Biomass_GNP
CGG Ci2G G A TG ATTIA GGTGICIC TATAG AAGAGCTATG ACGTCGCATGCACGCGTACG TAAGCTTG GATCCTCTAGAGCGGCCECCC T TTTTTTT TTTTTTTTTT ITT|
1 8 15 22 29 36 43 50 Mluls7 H?'?ldl B;}nHI, Xb&al_ Mot 92 99 106
1124 Vecter | 1hert
562 '
o AL KXY oY) AV A [n |
ITTTTTGCTGCACAATAAGG AAGTATTTATTTATT TCCCCTTECCTCCCTCCCTCCATCCTG AGTT GGACAAAACAAC TCAGCTCTTGACTTTACTCTARCT TGTAARATATE
113 120 127 134 141 148 155 162 169 176 183 190 197 204 211 218
1124 ‘
A A A A A AR AAA At A
TCATCTTGAGTTCAGGCTGCTTTGAAGGTCTT GGTTCT TATGCCAGC TTGGT TGCAGGTATAGT TCCTATGTGCT TCTTGC TCTTGCTGTTGACTGCAGGTCTGGCTCAGGATE
225 232 239 246 253 260 267 274 281 288 295 302 309 316 323 330 33i
1124
562 |
o AanMAAA N mmm,.mh;mmn» mlnum nl um M mmu Ml “mulmgf,s
GTCTTTATAGTAGTCTACAAAGT CTCCTACTATGTGAAGGTT TAATTTGAATTTGTTAGTAAAT GA AGGTGATCATCAGCTCTCCTTGAGCAAGC TTTATATAGGGG
7 344 351 358 365 372 379 386 393 400 407 414 421 428 435 442 449
|
1124 |
562
o [\ ViadandanAWiaaAAaAA ummAAunmlnmlmnnw iy g NN AAMHAUA AV
CTCACATTATTGGCTGTGGCCACCTGCAGC TTTCTCAGTAAC TCGGTGATGTAT CTGAARAACACGTGGTAGTTIT TGAT TGACCTGGCC? ACTTGT GGACTCA CCAAC
456 463 470 477 484 491 498 505 512 519 526 533 540 547 554 561
1124
AATAATLTATATA WA A AN AANAN\AAA Nasanan) ; DAL
TTTTTCATAAAACCTIAAAAGTGGGTCTGAATATTCCCGCA PATTGGAGGG GAACT GC TG CGGGGTAARCATACAT TTTTTTGGC TCGEC AGT GACCCIGT TTTT g
568 575 582 589 596 603 610 617 624 631 638 645 652 659 566 6
1124
562
0
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Applied

A‘% Biosystems

SIN G:123 A:65 T:98 C:77
KB.bcp

KB 1.4.1.8 Caps5

Inst Model/Name 3500/3500 Instrument
Apr 01,2013 12:.05PM, JST

Apr 01,2013 12:32PM, JST
Spacing:11.85 Pts/Panel1350

Plate Name: 20130401_Biomass_GNP

5723_H3027E03_A3CE_M 13(-40)_B05_05
5723_H3027E03_A3CB_M13(-40)
KB_3500_POP7_BDTv3.mob
Pts 1296 to 13590 Pk1 Loc:1273
Version 5.4 HiSQV Bases: 591

13 680 687 694

1124
562

ATG GITCETT TGCCIC RAT A GAA

701

G CTCA GG?

ATETTTTE GATECE CE TTICATT TAT

1C A GT?

736

\TCATGCETATGAT?

743 750

\TCCCTGAIATCG CTG GACACIAATTGG TCA

708 715 722 729 T57 764 771 7178 |

A CTTTGT/TG
785 792

ACCTT ITGT
799

1124
562

" CCAF

806

ACCT

C
813

LG CIGACA CACG AT TETT C#
820 827

1124
562

1124
562

1124
562

1124
562
0
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