Genome Network Project_Full —Length cDNA clone Gene Engineering Division
RIKEN BioResource Center

RIKEN_Clone_ ID : WO1A110KO07 Loti#: 7566_A5Li
Vector : pENTR-TOPO Gene ABL2
Accession ID of Originl] BC065912.1 3700 bp
CcDS 3504 bp
@ Plasmid DNA purification
Date: |52 2] Culture : LB (25 ug/ml Kanamycin) 5 ml => at 37 deg C over night
Date: \H(221 Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: (Hh1z 112

DNA concentration (0.D.);___ 71l ng/ul
< Size of fragment expected from this clone >
DNA 0.9 ul
Enzyme (Notl + EcoRV ) 05+ 0.5 ul Notl 6.2 kb
Buffer H 1 ul EcoRV 40,22kb
dH,0 7.5 ul Notl + EcoRV 2.5kb (Vector) 2215 kb
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

NotI+EcoRV

Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : /57225
@ Confirmation of the insertion sequence DNA (_ZIl  ng/ul) J3.0 ul
10x TE Ll
Date : /5 /225 dH,0 J0.7 u
Total T, 7_\ ul
Primer A M13
Primer B T7 long @® Shipping
Primer C =

http://dna.brc.rike ‘{Conc. : 29 ng/ U2 volume: 40 u@

List of Sequencing njp/en/GNPclone
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Applied

: WO1A110K07_A5Li_M13(-40)_C10_07 Inst Model/Name 3500/3500 Instrument
BIOSyStems WO1A110K07_A5Li_M13(-40) Dec 25,2015 11:53AM, JST
S/N G:85 A:105T:105 C:111 PriaE s S W13 - KB_3500_POP7_BDTv3.mob Dec 25,2015 12:19PM, JST
KB.bcp Pts 1493 to 12712 Pk1 Loc:1470 Spacing:11.13 Pts/Panel1350
KB1.4.18 Cap:7 5 GTTTTCCCAGTCACGACGTTGTA S  Version 6.0 HiSQV Bases: 948 Plate Name: 20151225_mix
[ CGGAAGTT TIAGCTCG (GG CC TIATG ITTTTIATTTTGACTG ATAG TG ACCTGTTCG T TGCAAC TTGAT GAGCAATGCTTTTTIATAATGCCAACT TTG TAC
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GCAGGCTCCGCGGCCGCCCCC T TCACCIEC TAGGG ATAACA GGG T GGAGCCGLCACCATGE TCCTTEGGACAGTTETCCTTCCACCTAATAGT TAT GGCAG
118 3 136 145 5 163 172 181 190 199 208 217
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Vector BC0¢5912-1 (13~ D
1196 e

N Il LA

TATCAGGACAGCT TCACTT TG ETEECTGTGCACTGAGGRCETCCAG TCTEEC TETAELEE GACT T CAGATC CTW”FTGCC GCTGTGTGG AGGATGGATTTGAGGGAGAC GACT

226 235 244 253 262 2 280 289 298 307 316 325 334
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GG GGCAGTAGTCCAG GCTTTGEATCGEG TCEC TATGGTTGET.G IGI‘TG ECCCAGECACT TGAGGCTATCAGGTGGAGC TCC GG MG CTTGCTCGGAGCCACTG AG
343 352 361 370 379 388 397 406 415 424 433 442
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GTGEACEET TCTETTE GTTECAC PT TATGALT T"HET GCITCGTGGTGAT (4 CAC T'EAGEATCRAC T GGTG GCTACGAGTCCTTGGEGT T TGGTG
451 460 469 478 487 496 505 514 523 532 541 550 559
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GTGGAGTG GT TE GETE'D TGGGCGGGGCTGGGTGLCC oo B TERECE CAG TE CAGCCTGEGG CACTCCTGGTACCATGGACCTGTGT CACGY
568 577 586 585 604 613 622 631 640 649 658 667
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