Genome Network Project_Entry clone Gene Engineering Division
RIKEN BioResource Center

RIKEN Clone ID : WO1A108L14

Vector : pENTR/D-TOPO Gene PARP1
Accession No. | BC037545.1 3677 bp 1.3677
cDS 3045 bp 145.3189
@ Plasmid DNA purification
Date: 130306 Culture : LB (25 ug/ml Kanamycin) 5 ml —> at 37 deg C over night
Date: 130307 Purification : QIAGEN Miniprep kit —> dH,O0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: 1320307

DNA concentration (OD.): 203 ng/ul

DNA 0.2 ul
Enzyme (Notl + BssHIl ) 0.5 + 0.5 ul
Buffer H 1 ul
dH,0 7.8
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L) =
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@ Confirmation of the insertion sequence @® Adjustment of DNA concentration
Shipping amount : 40 ul
Date: 730 32 /3 Concentration at the time of preparation of plasmid DNA : 25 ng
Primer A M13 Date: /P03 /K
Primer B T7 long
Primer C - DNA (222 ng/ul) 42
i 10x TE ’ I
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\ WO1A108L14_A3Bm_M13(-40)_B10_04 Inst Model/Name 3500/3500 Instrument
-3 Blosystems WO1A108L14_A3Bm_M13(-40) Mar 13,2013 01:44PM, JST
SIN G:195A:106 T:116 C:11 Primer A : M13 KB_3500_POP7_BDTv3.mob Mar 13,2013 02:11PM, JST
KB.bcp , . Pts 1322 to 13349 Pk1 Loc:1299 Spacing:11.76 Pts/Panel1350
KB1.4.18 Cap:4 5 GTTITCOCAGTCACGACGTTOTA 3 Version 5.4 HiSQV Bases: 1012 Plate Name: 20130313_DNAbank_GNP
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TG GAGGAGTGACAGGCAAAGGCCAGGATGGAATTGGTAGCAAGGCA GAG A GACTCTGGGTGACTTTGCAGCAGAGTATGCC AGTCCAACAGRAGTACGTGCAAGGGGTGT
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T GGAGAAGATAGAAARGGGCCAGGTGCGCC TG TCCAAGAAGATGGT GGACCCGGAGALAGCCACAGCTAGGCATGATTGACCGCTGGTACCATCCAGGCTGCTTTGTCAAG
571 581 591 601 611 621 631 641 651 661 671
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) Biosyste WO01A108L14_A3Bm_T7long_B11_05 Inst Model/Name 3500/3500 Instrument
Yatems WO01A108L14_A3Bm_T7long Mar 13,2013 01:44PM, JST
S/N G:31 A116 T:22 C:18  Primer B : T7 long KB_3500_POP7_BDTv3.mob Mar 13,2013 02:11PM, JST
KB.bcp pi , . ) . Pts 1364 to 13351 Pk1 Loc:1341 Spacing:11.74 Pts/Panel1350
KB14.1.8 Caps5 5 CGCCAAGCTCTAATACGACTCACTATAGGG 3 vgrsion 5.4 HiSQV Bases: 1009 Plate Name: 20130313_DNAbank_GNP
CAACCC 1TGCG . TGGCA AT TGITTTTAT TT T GACTG ATAGT GACCTGT TCGTTGLAACAAATTGATAAGC ANTGCTTTCTTATAATGCCAACTT TG TACAAGARAGCTGY
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AR EATCAG LG ETAGT T IT GCCCRAARNCC T TT GACAC TETGETTGEEC TTGEG TAAC T TGETGAT ATGTGAAGCCGTGC TTCAGTTCATACATGT TTCCAAGGGCAACTTCTCCCA
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CAGGATTAAGCCTAT PTGGGE TCTCCCTGAGAC GTATGGCAGTAGTTGGCACTCTT GGAG! CCATGTCAGCGCAAATAGATCCCT TTACCAAACATGTAGCECTGTCACGGGELGCT
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TCAG GCCGGGCTATCCGAAGACCC TGGGACAGGATCCCAGCARAGTTGGTGGTCCTGGACCCGEGTGCCACAGBC ATCTTCGGTTATGAAGCTGC TTAARAGGGCTTGTARACG
571 581 591 601 611 621 631 641 651 661 671
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