Genome Network Project_Entry clone Gene Engineering Division
RIKEN BioResource Center

RIKEN Clone ID : WO1A107G23

Vector : pENTR/D-TOPO Gene GLIS2
Accession No. | AK126918.1 4466 bp 1..4466
cDS 1575 bp 822..2396
@ Plasmid DNA purification
Date : (30304 Culture : LB (25 ug/ml Kanamycin) 5 ml => at 37 deg C over night
Date: (30309 Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : (20306

DNA concentration (0.D.): (31 ng/ul
DNA 0.2 ul
Enzyme (Notl + BssHIl ) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 7.8 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer
Marker : 2-Log DNA Ladder (NEB#N3200L)

LTSS
jus——
esmaisecd)
R
-
R
e

|
8
i

!
l

<Expected size of fragment from AK126918.1 CDS>

@ Confirmation of the insertion sequence @ Adjustment of DNA concentration
Shipping amount : 40 ul
Date : /1303/)/ Concentration at the time of preparation of plasmid DNA : 25 ng
Primer A M13 Date : />203//
Primer B T7 long
Primer C = DNA (4&/  ng/ul) 751 ul
- 10x TE ‘48 I
SeL'Stncf.n http://dna.brc.riken jp/ dHXO " é(?’ /, -
Ff".Je ing en/GNPclone3en.html 2 5186 ul
mers Total LD, 6

APPROVED BY :

http://dna.brc.riken jp/index.html
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>,w Biosystems WO01A107G23_A3Bm_M13(-40)_F05_17 Inst Model/Name 3500/3500 Instrument

WO01A107G23_A3Bm_M13(-40) Mar 07,2013 05:36PM, JST
S/N G:30 A:15T:20 C:20 Primer A:M13 KB_3500_POP7_BDTv3.mob Mar 07,2013 06:03PM, JST
KB.bcp i , Pts 1223 to 12786 Pk1 Loc:1200 Spacing:11.34 Pts/Panel1350
5 GTTTTCCCAG ?
KB 1.4.1.8 Cap:17 CROACOADCTTORA S Version 5.4 HiSQV Bases: 1009 Plate Name: 20130307_GNP
CZCAGCCCGA TCCT TAIGIC TCG (GGCCCCCAZEET EAT GAT TT TATTTT GACTGATAGT GFCCTG TTCGT TGCARCARATTGAT GAGCAATGCTTTT TTATAATGC CAACTT TG TA C!
i 11 211 31 41 51 61 71 81 101 4, 121
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AAAGCAGGC H_OOQOOOOOOOOOOOHAO»O CGCTAGGGATAACAGGG TAATAGAARGGAGCCGCCAC ,wHOOJOHOOOHmerQ AGCCGCTCGRCCTGAAGCTGAGTATCACCA
“_.w“_. \QQ*H 141 151 161 171 181 %ww 201 211 221 231
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1.GCTCCGGGCGGCAAGAGAGAAGCGGGAGAGGACGCTGGGTGTGGTCCGGCCCCGTGC TCTGCACAGGGAGCTGGGCCTGGTGGATGACAGCCCCACACCTGGC TCTCCAGGC
241 251 261 271 281 291 301 311 321 381 341

1198
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TCCCCGCCCTCAGGCTTCCTGCTGARACTCCAAGTTCCCCGAGAAGGTGGAGGGACGCTTTTCAGCAGCCCCTCTCGTGGACCTCAGCCTGTCACCACCATCTGGGCTGGACTC(
351 361 371 381 391 401 411 421 431 441 451 4

1198

wg:EEE%E&EE::EE&F:&EE:EEEE=LEE£EEEEEFEEE

CCCARTGGCAGCAGCTCGCTGTCCCCCGAGCGCCAGGGCAACGGGGACCTGCCTCCAGTGCCCAGTGCCTCGGACTTCCAGC CACTGCGCTATTTG GATGGTGTCCCCAGCT
61 471 481 491 501 511 521 531 541 551 561 571

1198
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CCTTCCAGTTCTTCCTGCCCCTCGGCTCCGGGGGGGCCCTGCACCTGCCTGCCTCCTCCTTCCTTACCCCTCCCAAGG ACAAGTGCCTCTCGCCAGACCTGCCCCTGCCCAN
581 591 601 611 621 631 641 651 661 671 681
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pjw >—u—u__ma WO01A107G23_A3Bm_T7long_F06_18 Inst Model/Name 3500/3500 Instrument

Biosystems
y WO01A107G23_A3Bm_T7long Mar 07,2013 05:36PM, JST
S/N G:132 A:55 T:63 C:7 Primer B:T7 long KB_3500_POP7_BDTv3.mob Mar 07,2013 06:03PM, JST
KB.bcp - n Pts 1237 to 12789 Pk1 Loc:1214 Spacing:11.51 Pts/Panel1350

5 CGCCAAGCTCTAATACGACTCACTATAGGG 3
KB 1.4.1.8 Cap:18 ? Version 5.4 HiSQV Bases: 992 Plate Name: 20130307_GNP
ACAAG C TG G ITGGCAATAAT GATTTTAT TTT GACTG ATAGTGACCT GTTCGT TG(AACARATT GA TTTCTTIATAATGCCRACTT TG TACAAGAAAGC TGG]
1 11 21 31 41 51 61 81 91 101 11
1150
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maommomOOOOOwOOOﬂﬂﬂmOHJOO%HwmemﬂmmymOEWHﬂmﬂﬁowmemp TCAGTTCACCACAGCCGGTTTGAGCAGCACCGAGCCCGGCGGGARTGACCACCCAGCCA(
=l %wl&ll 121 131 141 151 161 m$ 171 181 191 201 211 221
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5 GGGCCAACGCCTCTGGGCTGCTGGCAGCTG umaﬂm‘.‘,OOOOOmammwo.pmoenunuGONOOOHOOOHQOO&mom,,mmmmmmmﬂOnﬁ%Ommmmoa%mmnommmm.mom,mnqmoeoamum
231 241 251 261 271 281 291 301 311 321 331
1150
575
0
GTCCTT PTCAA GG GEEGTC T TG TG GCECTCEATGEC CCAGGGU ELETEGG TG G GCACECGACCCA CGCCCCTTCTCCCCCTCGGCCTTGCCACCAGCTGCGCCAGCAAGGAGGGAG LC
341 351 361 371 381 391 401 411 421 431 441 4
1150
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CACAGGCARAAGCCCAGTCCGCCAGCCCCADAAGGGCGAGGGCAGCAGCGGGTTCTTGGCCAGATTGAGAGGCA GGACCGGGCCTGECCAGCCECAGGECCCATGECEECECECECACEE
51 461 471 481 491 501 511 521 531 541 551 561
11.50
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JCACTGCCCCCACCGTTGCCACAGGCCAGGGCACTGAGGTCAAGGGGGCCGGGGGCCAGGGGTEAGGGGTAAGCCGGGCAGGCCAGGGCCTCCARRGAGGGCAGCTGGGTTG
571 581 591 601 611 621 631 641 651 661 671
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