Genome Network Project_Full —Length cDNA clone

RIKEN Clone ID : WO1A106F08

Gene Engineering Division
RIKEN BioResource Research Center

Lot#: 8472 B2Ir

Vector : pENTR-TOPO Gene PTK2B
Accession ID of Origin] BC042599.2 4111 bp
CcDS 3030 bp

@ Plasmid DNA purification

Date : L2 LO. O(b

Date : 22. 10. 04

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 22.10.04

Culture : LB (25 ug/ml Kanamycin) 5 ml —> at 37 deg C over night

Purification : QIAGEN Miniprep kit —> dH,0 100 ul

DNA concentration (0.D.): 152 ng/ul
< Size of fragment expected from this clone >
DNA 04 ul
Enzyme (Notl + EcoRV ) 0.5+ 0.5 ul Notl 5.7 kb
Buffer H 1 ul EcoRV 5.7 kb
dH,0 7l Notl + EcoRV 2.5kb (Vector) 3.2 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer DO @ 6 (D:Marker
@):uncut
Marker : 2-Log DNA Ladder (NEB#N3200L) @):Notl
(kb) @:EcoRV
0o B):Notl+EcoRV
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@ Adjust plasmid DNA solution to 25 ng/ul

Date :22./0, /9

~3

@ Confirmation of the insertion sequence DNA (255 ng/ul) £.0
10x TE 195l
Date : 22 [0, /4 dH,0 6381 ul
Total 7(']5\ 6 ul
Primer A M13
Primer B T7 long @ Shipping
Primer C =
. . http://dna.brc.rike !Conc. : 25 ng/ u Q. Volume : 40 U Q
List of Sequencing .
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Applied
ﬁﬂ % Bugsystems

S/N G:320 A:368 T:216 C:37C Primer A : M13

8472_WO01A106F08_B2Ir_M13(-40)_E02_14_ABI24 Inst Model/Name 3500/3500 Instrument
8472_WO01A106F08_B2Ir_M13(-40) Oct 05,2022 09:53AM, JST
KB_3500_POP7_BDTv3.mob Oct 05,2022 10:21AM, JST

Gray line indicat i
- es quality value Spacing:12.02 Pts/Panel1350

KB.bcp " ] Pts 1451 to 13608 Pk1 Loc:1428
KB 1418 Capi4 5 GTTTTCCCAGTCACGACGTTGTA 3 Version 6.0 HiSQV Bases: 928 (QV) < 40. Plate Name: 20221005_GNP
| {'TTTTG CTGATAGTGACCTGTTCGT TGCAACH TTGATGAGCAATGCTTTTTT 'Tl T GCCAALC T'I' TG TAC
i 10 19 28 ) 37 16 55 64 = 73 82 91 100 109
1158
579 ““ ‘
0 . AN . VIVY
GCAG GETCCGEGGECGCECCCTTCRACCG CTAGG GAT CAGGGTAATAG GGAGCCGEGCCACCATGTCTGGGGETGTCCGAGLCCCCTG AG TCGAGT GTTGGGCACGT
TI8 nfDZEl 136 145 154 163 172 181 190 199 208 217
& BC042594.2 ( i%6~)
1158 ot
0 | | |
TACGCCGGCCTG GGCCCTGCAGAGCCCATGGT GG TGGEGTACCAG TAGATGTGG GGAGGACGTGC GTATCCTC GETCTGCETTCTATAGE CAGCTTC TCCTGGG
226 235 244 283 262 271 280 289 298 307 316 325 334
1158
..Oi
ETTTC CTGGT CAAATGCACTGTCCAGACGG AGATCCGGGAGATCATCACCTCCATCCTGBCTG GCGGGCGG TCGGGCCC CATCCGGTTGGC TG AGTGCT TGG(
343 352 361 370 379 388 397 406 415 424 433 442
1158
579 ‘
0
SCTGAGGCTG GCACATG GTCCGATGAGATCCACTGGC TGCACCCACAGAT GACAGTE GG TGCAGGTGCAGGATD GTATGAGTGTCTGCACGTGG AAGCCGAGTGGAGGT
451 460 469 478 487 496 505 514 523 532 541 550 558
1158
- | W |
0 | | I i
TGACCTTCA? TCC GETACT T:GE CAG G CTT(;'TGG GAGCCTG GGAGGACAGGACCACGCTGCTCTATTTT TACC CAGCTCCGG CGACTACATGCAGCGC T
568 o 5TT B 586 59.5' 604 613 622 631 640 649 658 667
1158
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I
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Printed on: Wed Oct 05,2022 01:00PM, JST
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a?? » Applied

§“ {‘?% Blosystems 8472_WO1A106F08_B2Ir_T7long_F02_17_ABI24 Inst Model/Name 3500/3500 Instrument
8472_WO01A106F08_B2Ir_T7long Oct 05,2022 09:53AM, JST
S/N G:328 A:391 T:277 C: Primer B: T7 long KB_3500_POP7_BDTv3.mob Gray line indicates quality value O(_:t 05,2022 10:21AM, JST
KB.bcp o . Pts 1450 to 13609 Pk1 Loc:1427 : Spacing:12.15 Pts/Panel1350
KB1418 Cap17 5 CGCCAAGCTCTAAT ACGACTCACTATAGGG & Version 6.0 HiSQV Bases: 930 (QV) < 40. Plate Name: 20221005_GNP
I CTGTTCGT TGCAAC TTGATAAGCAATGC TTTCTTATAATGCCAACT TTG TACAAG GETH
1 10 19 28 37 55 T7 T3 82 91 100 109
e L
952
5 IR uhlml |
O ‘ ‘L A " !
GGTCGGCGCGCCCACCCT TITGCTACCTTAAG AGRAGGAGCAAT TG TTCACAG G CPCACTCTGCAGGTGE GGTGGGCCAGATTG GCCAGAACCTTGGCCTGG TCCACAGC G T
MRSCI 127 136 145 154 163 172 3 IS) 190 199 208 217
Tor | BCO 25% -
952 Vegtor, > BC0%

e L | | I}

SGAGCAGGTTCTTGGCGTCCACAGCCAGGGTGTGTG GCCGTCAGCATCTEECCTETTGCACTCCT CACTCAGES GGTC.CGGCGTTCTGCTGCGCC.GCCGC TCTTGTT G/
226 235 244 253 262 271 280 289 298 307 316 325 334

952

& WL I DA R

TGAGCTCTGECCAGEICTTTEGT TEGAGCAGT TTCTGGETGCLCCTCGATCTCTGEGTCCIGTG GATGAC GGC GG GGCAGGAGATCATCCACGCTCCCGATGAGCTTCCGCAGE
343 352 361 370 379 388 397 406 415 424 433 442 4

952

476
0 ARRA B " : RRA A

GTCAGCCCCACATTCTTCACCACCACCACGTAGCCCTCGGGGGGCAGC TG ACAGAGC TCATTCTTGAGC TCCAGCACGGCCCGCACCAGC TCCATGACATTCAGGTACACCH (
= 460 469 478 487 496 505 514 523 532 541 550 559

| 952
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3GTCATCGGTCCGGrcchaaTTa'6tT 6T 66'6CT'66 #TGGACT GTGC GCCCAGCCTCGGGE GCTTCT GTGGGGGCCCTGTGAACTC CAGGTA GECGACCTCCTTCTCTGGCG
568 STT . 586 595 V504 613 622 631 640 649 658 667
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