Genome Network Project_Full =Length cDNA clone Gene Engineering Division
RIKEN BioResource Research Center

RIKEN Clone_ID : WO1A101P07 Lot#: 8472_A9lc
Vector : pPENTR-TOPO Gene PRNP
Accession ID of Origin| BC012844.1 2431 bp
cDS 762 bp
@ Plasmid DNA purification
Date : ](?Dq [ 2 Culture - LB (25 ug/ml Kanamycin) 5 ml —> at 37 deg C over night
Date : | q Dq 15 Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : \qoqlg

DNA concentration (0.D.): L 0 g ng/ul
< Size of fragment expected from this clone >

DNA 0.9 ul

Enzyme (Notl + EcoRV ) 0.5+ 0.5 ul Notl 3.5kb

Buffer H 1 ul EcoRV 3.5 kb

dH,0 T4 Notl + EcoRV 2.5kb (Vector) 1.0 kb

Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer DB @6 (D:Marker
@:uncut
Marker : 2-Log DNA Ladder (NEB#N3200L) ®):Notl

@:EcoRV
(B):Notl+EcoRV

@® Adjust plasmid DNA solution to 25 ng/ul

Date : Ho?l I

@ Confirmation of the insertion sequence DNA ( [0 2 ng/ul) S¥.0
10x TE 38.0 ul
Date : WOQIB dH,0 254.1 ul
Total 3090\ 1 ul
Primer A M13
Primer B T7 long @ Shipping
Primer C =

http://dna.brc.rike d(}onc. : 25 ng/ U . Volume: 40 U 2

List of Sequencing njp/en/GNPclone

rimers senhim! e a1 =y ' 3. i

API'E%Q/%P&%?C”REI .J.pl{;l reteschremt



plied

Biosystems 8472_WO01A101P07_A9lc_M13(-40)_A01_01_ABIO8 Inst Model/Name 3500/3500 Instrument
o 8472_WO01A101P07_A9lc_M13(-40) Sep 13,2019 04:49PM, JST
SIN G:140 A:117 T:105 C:164  P'rimer A:M13 KB_3500_POP7_BDTv3.mob Gray line indicates quality value Sep13.201905:16PM, JST
KB.bcp 5 GTTTTCCCAGTCACGACGTTCGTA 3 Pts 1434 to 12161 Pk1 Loc:1411 Spacing:10.91 Pts/Panel1350
KB1.41.8 Cap:1 ' Version 6.0 HiSQV Bases: 901 QV) < 10. Plate Name: 20190913_GNP
5 ET CTGTTCG TTGCAAC TTG ATG AG C T-é-é-TT"“’”[f"[ TGCCAACTT TG TAC
1 10 19 28 37 46 3¢} od 100
Ud:tLL
0 ' w M /WW
GCAGGCTCCGCGGCLCGCCCCCTTCACHGCT GGG /T CAGGGT TAG GG/ AGCCGLCCACHL TGG CG CETTGGCTGCTEGATGC TG GTTCTETTTETGECCACATG
e T /VO)&ZE 136 145 l_sxcé51 163 172 181 190 199 208 21
VI V— .. BCOI2844. L (48~)
1160 pctor

- AW | I

GAGTGACCTGGGCCTCTGC G GCGCCCG GCCTGGAGGATGG CACTGGGGGCAGCCGATACCC GGGGCAGGGCAGCCCTGG #GGC CCGCTACCCACCTEAGGGCG
226 235 244 2b3 262 271 280 289 298 307 316 334

= ) gty

GTGGTGGCTGGGGGCAGCCTCATGGTGGTGGCTGGGGGCAGCCTC TGGTGGTGGCTGGGGGCAGCCCCATGG TGGTGGCTGGGG /CAGCCTCATGGTGGETGGCTGGGGTC
343 02 361 370 379 388 397 406 415 424 433 442

1160

e | | il __ | \

GAGGTGGCACCCACAGTCAGTGG c GECGAGT GCC TG GCACATGGCTGGTGCTGCAGCAGC TGGGGCAGTGGTGGGGGGCCTTGGLCGGCTACG TG

451 460 469 478 487 496 505 514 523 532 541 550 559
1160
580
: AV 2l
CTGGG GTGCCATGAGCAGGCCCATCAT TTTCGGCAGTGACTATGAGGACCGTT T TG EACCGETT CCCC GTGTACTACAGGCCCA |
568 577 586 595 604 613 622 631 640 649 658 667
1160

S L e e e e e
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plied

Biosystems 8472_WO01A101P07_AS9Ic_T7 long_B01_02_ABIO8 Inst Model/Name 3500/3500 Instrument
8472_W01A101P07_A9lc_T7 long Sep 13,2019 04:49PM, JST
S/N G:48 A:46 T:53 C:59 _ . SRR KB_3500_POP7_BDTv3.mob . : e ! Sep 13,2019 05:16PM, JST
Primer B : T7 long e -~ Gray line indicate 1 : '
KB.bcp SRR SLeES _ Pts 1428 to 12220 Pk1 Loc:1405 ; 5 Huality Valus oo G091 PlalPanel18s0
KB1418 Cap:2 5 CGCCAAGCTCTAATACGACTCACTATAGGG 3 Version 6.0 HiSQV Bases: 887 (QV) < 40. Plate Name: 20190913_GNP
TTCGT TG CAACAAAT TG ATAAG CAATGCTTTCTTATAAT GCCAACTT TG TACAA G AAAGCTG
1 10 19 28 37 46 55 %1 T3 —57 ST 00 109
ottt
S W\[\/W
0 _ Ny ‘W\ /
GG TC GGCGCG CCCACCC TTITGCTACCTTAAG 4G 7G GAGCAATTGT TCACAG G ARAC|TCATCCCAC TATCAGG AAG #TGAGGAARGAG ATCAGG AGG ATCACAGGTG G AG AGQ
T el 127 136 145 163 172 181 190 199 208 217
— Bcon844.1 (~819)

1104

GAGGACCATGCTCGATCCTCTCTGGT il GGCCTG GATTCCCTC TCG TACTGG GTGATACACATC TGC TC CCACGUGCTCCATCATETT CGTCGGTCTCGG TG ¢

226 235 244 253 262 271 280 289 298 307 316 325 334
1104
- | l “m WA | W l
) W] V) ﬁ | VUV
GTTCTCCCCETTGE TERT TG TEBCETGACCE TGTGLC TGCTTGAT TGTGATAT TGAC GCAGTCGTGCACLC .G’“TGTTCTGGTTGCIGI T TCCATGGGCC TGTAGTACACT
343 352 361 370 379 388 397 406 415 424 433 442 45
1104
. Ml m il ) uml )
0 Al | \ | VUV VAW ANVVY
IrGGTTGGGGT CGGTGE CATGTTT TCAC GATAGT CGGTCCTCATAGTCACTGCC G? ATGTATGATGGGLCTSGC TEATGE GCAC TTCECAGCACGTAGEC GEC GG L CcCc cd

1 460 469 478 487 496 505 514 523 532 541 550 559

2 oo oottt o s

SCACCACTGCCCCARC TG TGCAGCACCAGCCATG TG TTEGATET TGO TTTT TG G T TAC TEGEGCTITETTCCAC TEACTGTEEGEGTGCCACC TCETTG ACCCCAG CCACCTAY
568 5T 586 595 604 613 622 631 640 649 658 667

1104

O L T e T e
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