Genome Network Project_Full —Length cDNA clone Gene Engineering Division
RIKEN BioResource Center

RIKEN_Clone_ID : WO1A099I108 Lot#: 7566_A8B9
Vector : pENTR-TOPO Gene Fl__d25773
Accession ID of Origin] AK098639.1 1283 bp
cDS 378 bp
@ Plasmid DNA purification
Date: (%023 Culture : LB (25 ug/ml Kanamycin) 5 ml —> at 37 deg C over night
Date: (%0215 Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: (30215

DNA concentration (0.D.): 4 | ng/ul

< Size of fragment expected from this clone >

2

DNA ul

Enzyme (Notl + EcoRV ) 0.5+ 0.5 ul Notl 3.1 kb

Buffer H 1 ul EcoRV 3.1 kb

dH,0 b ul Notl + EcoRV 2.5kb (Vector) 0.6 kb
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer
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Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : /goﬂZZf

@ Confirmation of the insertion sequence DNA (4|  ng/ul) 7.0 ul
‘ 10x TE Af.g
Date : (8022 | dH,0 342l
Total //8 ] ul
Primer A M13
Primer B T7 long @ Shipping

Primer C =

http://dna.brc.rike %}onc. -25 ng/ 12  volume : 40 ue

nJjp/en/GNPclone
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List of Sequencing
Primers
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Applied

Bi osystem s WO01A099108_A8B9_M13(-40)_GO03_21_ABI24 Inst Model/Name 3500/3500 Instrument
WO01A099108_A8B9_M13(-40) Feb 21,2018 05:44PM, JST
S/N G:131 A:155 T:119 C:20 Primer A : M13 KB_3500_POP7_BDTv3.mob Gray line indicates quality e Fe.b 21,2018 06:00PM, JST
KB.bcp Pts 1657 to 8361 Pk1 Loc:1625 Spacing:10.17 Pts/Panel1350
KB1.4.18 Cap:21 5 GTTTTCCCAGTCACGACGTTGTA 3 Version 6.0 HiSQV Bases: 706  (@QV) < 40. Plate Name: 20180221_GNP
TTIATTT TGRETG ATAGTGRCCTG TTCGTTGE (6 TTG TG GC TGECTTTTT TAT TGCC CTT TG TAC
1 11 21 31 TT 5T 3 7T TOT I
attLl
1040
I il
0 U V)
GCAGGCTCCECGE CCGCCCCE TTCACCIG CTAGGG ATAACAGGE TARTAG AAGGAGC CGCCACJATG CAT TG G GAGCC TGG GG CAAGGCTGGAGGCCACAAGRAGGAGCTGC
- 121 NotT 131 iR 161 171 181 211 221
Vector | | Ko%ﬁ‘i 1 (420« )
1040
i 1\[\/\/\M [\/\M
0 1A
CAGGCCACAT GC LGGG € GCCGATGATCACACGCCCATCAGTGAGCC CTTGG TG ALGGG ATGCCC GTTCTCAGCACCTGCAGAGCC TARGACAT
231 241 251 261 i 281 291 301 311 331
1040
MAAMWW\{\MM\AN\/\/\/\WM Al W i AN
0 /\/\
TEC CETEGACGET CAGE GG CCAGGTGC TGTGGTGAGTGCTCTACCTGTTTCTG TACAG? ' ATCAG TGCCAGAGACATG WCTTCTCCAGGGTCATGT
11 351 361 371 381 391 401 411 421 431 441 451
1040
520 ‘ ‘
0 A\ , AW WYY
ATCALC AT TGTCTGCT TCEACCAT CTCTGCATT TT GTGC. TACAC CF GATTT? GCAGC TGTTC? GGAACTGTAGAACAGATGTCACAGATGTGAGTTTCCTGTQ
461 471 481 491 501 511 521 531 541 551 561
Ako98632-1
1040 (' tﬂ)
0 ) ! J
AACAATTGCTCCTCTCTTAAGGTAGCAAAGGGT GGGCGCGCTG R
571 581 591 601 611 621 631 641 651 661 671
1040
= e oo Wl e i
oYX
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pplied

Blosystems WO01A099108_A8B9_T7long_H03_24 ABI24 Inst Model/Name 3500/3500 Instrument
WO01A099108_A8B9_T7long Feb 21,2018 05:44PM, JST
S/N G:168 A1180 T:194 C:241  pyjner B: 17 long KB_3500_POP7_BDTv3.mob Gray line indicates quality value Fe*’.m 2018 06:00PM, JST
KB.bcp Pts 1667 to 8446 Pk1 Loc:1635 Spacing:10.3 Pts/Panel1350
KB 1418 Cap24 5 CGCCAAGCTCTAATACGACTCACTATAGGG 8 Version 6.0 HiSQV Bases: 723 (QV) < 40. Plate Name: 20180221_GNP
TTT TGACTGATAG TG ACCTG TTCET TGCAAL TTGATAAGCAATGCTT TCTTATAATGECAACTT TG TACAAG GC TGG
1 11 21 31 41 LRI ol [ ol Ml 101
attlx-
968
0 l‘.
3T CGGCGCGCCCACCCTT|TGCTACC TTAAGAGAGG AGCAATTGT TCACA GG AAAC|TCACAT CTG TG ACATC TG T TCTACAGT TCC TTTGAACAGE TGCT T TET TG GT GT
I 7 AS‘CI 121 131 141 151 161 174 181 191 201 211 2]
<l MNMAN\WMMMN\ANMNMMN\MMMMM AA/\ANV\AAAMAN\A[\NWAN\AN\MMMAAAA/\M
0
GCACAARATGCAGAGATGGTCGAAGCAGACATTATT TGGTGATTACATGACCE TGG AG AAGTTTCT TCATGTCTCTGGCATTCTGATTTCTCTTCTGTACAG CAGGTAG |
21 231 241 251 261 271 281 291 301 311 321 331

968

e e o

GCAC TCAC CACAGCACCTGGCCT TGGTEAGC GT CAGGG CATGCTGC TTGTTATGTCTTAGGETCTGCAGGTGCTGAGAACTT GGGCATTTCCE TTCACCAAGTT GGETCACTG
341 351 361 370 381 391 401 411 421 431 441

TECCCETETGATCATCGB T TITGT TCCCTGE T TATGTGGUC TG GEAGUTE ETCITETG GEC TCCAGE €T TG C eECA GG ECTCTT TEL TGCAYG GT GGCGGCTCCT TCTAT
451 461 471 481 491 501 5%1 521 531 541 BEL
968 AK098E31-1L <
14"
484 420n )

0 _ , ‘ : ‘ ‘ N ‘

TACCETETTATECCCTA BC GBTG GGGEGLGEGCCGEGCEGGEAGCCTGLCT TTTTT
561 5T, 581 591 601 611 621 631 641 651 661 6

968

0
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