Genome Network Project Full ~Length cDNA clone Gene Engineering Division
RIKEN BioResource Center

RIKEN _Clone_ID : WO1A055D02 Lot#: 7566_A5Li
Vector : pENTR-TOPO Gene CSK
Accession ID of Originf AK127672.1 2443 bp
cDS 1353 bp
@ Plasmid DNA purification
Date: (5 1221 Culture : LB (25 ug/ml Kanamycin) 5 ml —> at 37 deg C over night
Date: ih 1222 Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: |Hh 12122

DNA concentration (0.D.):__ 142 ng/ul

<{ Size of fragment expected from this clone >
DNA 0.7
Enzyme (Notl + EcoRV ) 0.5+ 0.5 ul Notl 4.1 kb
Buffer H 1 ul EcoRV 41 kb
dH,0 7.3 ul Notl + EcoRV 2.5kb (Vector) 1.6 kb
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer
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Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : /51225

@® Confirmation of the insertion sequence DNA (142 ng/ul) 3.0 ul
10x TE 71 ul
Date: /§/225 dH,0 2% /.3 ul
Total 7], & ul
Primer A M13
Primer B T7 long @® Shipping
Primer C -

http://dna.brc.rike H(Conc. : 29 ng/ ULl  volume: 40 u @
n.Jp/en/GNPclone

3en.html E - ngé v a Mol : i n

List of Sequencing
Primers

151225

APPROVED BY :
http://dna.bre.rikenjp/index.html




ol éiggylrlseg - 8472_WO01A055D02_A5Li_M13(-40)_C02_08_ABI24 Inst Model/Name 3500/3500 Instrument
8472_W01A055D02_A5Li_M13(-40) Sep 28,2022 02:50PM, JST
SIN G:465 A'674 T:326 C:64¢ 1, .\ .10 KB_3500_POP7_BDTv3.mob Gray line indicates quality value SeP 28,2022 03:17PM, JST
KB.bcp ’ Pts 1381 to 13550 Pk1 Loc:1358 QV) 3pacing:12.02 Pts/Panel1350
KB14.18 Cap:8 5' GTTTTCCCAGTCACGACGTTGTA 3 Version 6.0 HiSQV Bases: 962 QV) < 40. Plate Name: 20220928_GNP
g ; TTT GACTG ATAGTGACCTGTTCGTTGC G TTGATGAGC TGECTTTT TTATAATGCC Gk DG TR
E 10 19 28 ) il 40 535} o4 W3 82 91 100 1(
attll
1184
592 “‘
0 : L
GC GGC’ICCGCGGCCGCCCCC TCACCIGCTAGG G AT CAGGGT TAG GGAGCCGCCACCRATGTCAGC TACAGGC CGLCCTGEGCCATCCGG TACAG TGTATT)
J9 T1¢E Naﬁi"l 136 145 154 163 172 181 liBDl 199 208 217
KI27672. 1 (433~
1184 Voo AK 127672 )
592 ‘ l ‘
0 _ [V | A /\ |
GG GTAC CTTCCACGGCACTGCCGAGCAGG2CCTGCCCTTC TG GGAGACEGTGC TCACCATTGTGGCCEBTCACC GG ACCCC CTGG TAC GCC C G
226 235 244 253 262 271 280 289 298 307 316 325 33
| 1184
l /\/\/\MN\/V\/\/\A
0 s
GTGGGCCGTGAGGGCATCATCCCAGCC CTACETECAG GCGGGAGGGLCGETG GGCGGGTACC ET:CA GE € TC LGCCT‘TGG[lCC CGGC TCACACGGG AGC 4
i 343 352 361 370 379 388 397 ' 406 415 424 433 442
1184

ol | \ N l

GGCTGAGCGGC TTCTGTACCCGCCGGAGACAGGCCTGTTICCTGGTGC GG GAGAGCACCAACTACCCCGGAGACTACACGCTGTGCGTGAGCTGCGACGRE 2« GGTGG AGCAC
451 460 469 478 487 496 505 514 523 532 541 550 554
1184

o= l i | A e e el

TACCGCATCATGTACCATGCCA GC GCTCAGCATCGACGAGGAGGTGTAC TT TGAG CCTCATGCAGCTGGTGGAGCACTACACCTCAGACGCAGATGBG ACTCTGTACG
) 568 577 586 595 604 613 622 631 640 649 658 667
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plied 8472_WO01A055D02_A5Li_T7long_D02_11_ABI24 Inst Model/Name 3500/3500 Instrument

" Biosystems :
Biosy 8472_WO01A055D02_A5Li_T7long Sep 28,2022 02:50PM, JST
SIN G:350 A:370 T:238 C pyimer B: 77 long KB_3500_POP7_BDTv3.mob Gray line indicates quality value e 28,2022 O3:17BN,, JST
KB.bcp Pts 1393 to 13612 Pk1 Loc:1370 Spacing:12.11 Pts/Panel1350
KB1.4.18 Cap:11 5 CGCCAAGCTCTAATACGACTCACTATAGGG 3 Version 6.0 HiSQV Bases: 944  (QV) < 40. Plate Name: 20220928 GNP
CTGE ATAGTGACCTGTTCGT TGCAAC TTGATARAGC TEET T T'C T TAT TGEC CTTTGTACAAG? GCTG
X 10 19 28 37 1% 50 62 _ 73 82 2B 100 109
- QttLZ-
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GETCEBGEGEECECCCACCC TTITGCTACCTT GAGAGGAGC TTGTTCRCAGG CPCACAGGTGCAGCTCGTGGGTTTT GATGTGCTC GETEGECTETCGEG AGCTETAGG 4
- Ajs]tal 127 136 145 154 163 172 181 190 199 208 217
&t AKIZTEIZ- 1 (~1T85)
1090 Vector S
545
0 IRAAAA A
GGAGGGCEGCATGGCEGCGEGTCECAGGTGCCAGCAGTTCTTCATCGACTTCATAG CTGCGGGCGGGCAGCCGTEGGGGGCATCCATC TTEGTAGCCCTTCTCCACCCGAREG CG
226 235 244 253 262 271 280 289 298 307 316 325 334
1090
0 L4 A 1
CEGTCCTTCAGGGG TTECTTGGAT \GGCACTCGECC GGAGTAGATTTCCCAGAG TTECE CTCCACACGT CAG CLT GTG GAG “‘TTCT"CLCTCTC GC
343 352 361 370 379 388 397 406 415 424 433 442
1090
o Ll lnhum A AN
o T Wiy AT LA
GCCTCAGGGGCTGTCCAC TTGACT GGCAGC TTGLCCCGTGTCCTG GG TGCTEGACGCC TCCTTGGTGAGACE GT EECTGCACCTTGGCCAC BT TEGTCCTCAGACAC CAGCE
451 460 469 478 487 496 505 514 523 532 541 550 559
1090
545 ‘
: \ A I\ WY
CATTGCGGGCAGCCAGGTCTCGATGCACG TT GPT GCCCTCCAGGTATTCCATGGCCTCGCAGACATC TAGE EAG CTTGAGGAGACAGTCTCLCGCCECAGCALC TG ACY
568 577 586 595 604 613 622 631 640 649 658 667
1090 _
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